logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 0K783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

Ik

ILTATY A

Il

NS

|

(ML

DR DILER)

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP
MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP
I

AURITLU STEIR M0 ST A A AT o

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQ

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK
LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQEAAPSTKSAVSVSEPFTPAK
LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK

O TR FY oo OO AT RMO R L, G

QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTAAP

A

QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP

ETACLORDHE I LA A TLLON ALY LD RO A

KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVEGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD

LA AL ONEE LT RT RTL ATV L )

KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVIDTRSVIEKFRKLIDELD
KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILJALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD

KAFLQAEKDIADLGALYSQONFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVIDTRSVIEKFRKLIDELD
KALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTL SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD

150
170
170
170

209
247
255
255

294
332
340
340

379
417
425
425

464
502
510
510



logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

logo

NTDB id 1115 0K783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

<0

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1092 CAD91899.1 1..2286( )

NTDB id 129119 LC14 RS01960 WP 041423097.1
NTDB id 1100 NMB RS09455 WP 002225652.1
consensus

il

b

I XL RE A SO

B

Al

IR

U

Wl

VPAQQVMIEARIVEAADGFSRDLGVKFGATG KKLKN TSAFGWGVNSGFGGEDKWIRMA TKINLP EBMAAANSISLVRAISSGALN
VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN

VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN
VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN

ROV AL RGeSt ST P

LELSASESLSKIgKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA
LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA
LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA

AL ISTOLTR BTV TR LR ANTRREL 1P

QCASGN TILCISTKBLNTQAMVENGGTLIVGGIYEE NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIPETAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN

723
761
769
769

X
]

non conserved
similar
> 50% conserved

549
587
595
595

634
672
680
680

719
757
765
765



