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NTDB id 1140 NGFG RS02440 WP 025455870.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNVLKQFILKNPQDDNDILKSKLEIFVSGYKMNPKIA 85
NTDB id 129095 LA58 RS04740 WP 002248019.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNTVKQVILKNPLDDNQTIKSKLEIFVSGYKMNPKIA 85
NTDB id 1088 NMV RS07470 WP 173277181.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNISKQFILKNPLDDNQTIKSKLERFVSGYKMNPKIA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!*!!!!!*!!!***!!!!!*!!!!!!!!!!!!

logo

E
KKYNSVSVHRFVNDAKEKSPRAYRSLVGVPNKTAGTGYTLSVWMNSVGDGYKCRDATASAQRVAHYSLETLSSANDATVGCEAFSNRKK

NTDB id 1140 NGFG RS02440 WP 025455870.1 KKYSVSVRFVDAEKPRAYRLVGVPNAGTGYTLSVWMNSVGDGYKCRDATSAQVYLETLSANTGCEAFSNRKK 157
NTDB id 129095 LA58 RS04740 WP 002248019.1 KKYSVSVRFVDKEKSRAYSLVGVPKAGTGYTLSVWMNSVGDGYKCRDAASARAYSETLSADAGCEAFSNRKK 157
NTDB id 1088 NMV RS07470 WP 173277181.1 EKYNVSVHFVNKEKPRAYSLVGVPKTGTGYTLSVWMNSVGDGYKCRDAASARAHLETLSSDVGCEAFSNRKK 157
consensus *!!*!!!*!!**!!*!!!*!!!!!**!!!!!!!!!!!!!!!!!!!!!!*!!****!!!!** !!!!!!!!!!
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