
logo MKRRKMLNVPKGGNYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLASEQQDLRNAATL IVRDARMAGSFGCFNMS
NTDB id 129093 LA58 RS04730 WP 041423115.1 MRRKMLNVPKGNYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLSEQQDLRNAATLIVRDARMAGSFGCFNMS 85
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFGCFNMS 85
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!
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TQKQNASLPFSLKRNGSTNS ITDNKL IP IATESPSNINYQNFFQFVGSSAL I FQYGIDDVDNASATADTTVVSSCAAI SKPGKQIPT

NTDB id 129093 LA58 RS04730 WP 041423115.1 EHPAIDVISDTTQQNSPFSLKRNG...IDKLIPIAESSNINYQNFFQFGSALIFQYGIDDVNASTATTVVSSCAAISKPGKQIPT 167
NTDB id 1138 NGFG RS02430 WP 003694978.1 EHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAAISKPGKQIPT 170
consensus !!** !!* ! ! *!!!!!! *** !!!!! !!*!!!!!!!!! !!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!

logo LEDNAKKELKI LQDNQSDKEQNGNIARQRHVVNAYAVGKIADGEEGLFRFQLDDKGKWGNPQLLAVKKVKRRMKRVRYIYVFSGCPEDDEDAGKE
NTDB id 129093 LA58 RS04730 WP 041423115.1 LEDAKKELKILDQDKEQNGNIARQRHVVNAYAVGKIADEEGLFRFQLDDKGKWGNPQLLVKKVRRMKVRYIYVFGCPEDDDAGKE 252
NTDB id 1138 NGFG RS02430 WP 003694978.1 LENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRYIYVSGCPEDEDAGKE 255
consensus !! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!*!!*!!!!!! !!!!!*!!!!!

logo EQTFKYTDKFDSSTNAVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNVCANRTL
NTDB id 129093 LA58 RS04730 WP 041423115.1 ETFKYTDKFDSSTNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNVCANRTL 313
NTDB id 1138 NGFG RS02430 WP 003694978.1 EQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus ! !!!!!!!!!!***!!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!!!!!!!!
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