logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

RLOPRFSLDLLVKVKKLVNFVTLCFSCLSPTHAWRSPQSFTESNTL I FRFYRKQKFKRLAQNTL VAAFLALS T TPLTIT
MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLOQNTLMAAFLALSIIPLTIT

ALFFLHSHSKDLEQQRSTSYLVSVRDNKQQQV IDY/IVAKESEV /CFVRSELAYASCCRFYCLVNAFQRLDVS | EAAREHAQ
ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ

QRY I TCSCDRIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDD | LLVD IDENVVYS T YKYDNFGTNLLTCKYQ
QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ

DTNLCHTFKRLEQTVNEQRKTNEDFTFVV | SDFVQEDCKQYAWLCAP | [QQGYLHSYAVFRLPSNATTKL TAECSSNPS
DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM

QT I LVCQDHRSRTLTSAE AVEKSKAVVDLALSCKRAVCTYTNTDGEQIT TAAYAP INLKN | HWALVVELPEKEAFARVRQ
QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQITIAAYAPINLKNIHWALVVELPEKEAFARVRQ

LEKLFVFAV/LTAIVLVWIASHYLSNF I TSPLLKLTWAAERVSACDLDEA/INTERKDE | CRLAVSFER QRS IREK I SL |
LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI

[eNeoNoNe)

160

240

320

400

480



logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1143 A1552VC RS01965 WP 001883436.

id 374 SMU RS06885 WP 002262930.1
id 1047 HON27 RS03110 WP 000389061.1
id 1417 SGL RS04200 WP 014407071.1

consensus

KSQNKELESNLL |  RKQNDELQLANKLKDEFLATTSHELRTPLHGV I GTAEAL I SCANGP | SAAHKYQLD I |  SSCQRLA
KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA

TLVDDLLDYHK/RYCALDIQRUAVDLSSATRLVLELSHHLLCKKTLR I INQVSEQPVIWSADFPQRLEQVLYNL I CNATKY
TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY

TSECKIVISATY I DDKVRVQVVDTCQG | PAEQLEH T FEPL IQAGHDASRYRQCAGLGLS ISRQL TELVHETLYVSSQPWWV
TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV

ol ol
TTFSFTLPLASEEE | AQARLTEL PHFQAPEVLDSEL EQSNLEEAEﬁng\/ %AQDE KL RE %yH-!- ¥
GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSN.P.NEHGPL IRYADDIEPVNL):E

HITAR
EGE VITAN

)l sk DL B ot |

*  kokkkkoxk |

R o

IML [N® QSDDRV GIJERNGA DYL KPFNK[NELEN
IMLSINKDSJEFD VEIG E GADDY TKPFSIJELL
IMLSHKDEMFD[FN GiiAY G D YLTKPFSKPELL

ook ok ok ko ok kokok | koo | okokok ook |

DG
DGIEALNMKMIEENPDL
DGIIEALN
DGVEALE
*xx |

LD M@PIM DGiRIVRA
INEEAN PD Vl DIMMPR DGY[agC
(MUWARIPDLYV 'LDIWMPR | GY|AVC

kok o oskokok Dokoskoskskok Dokoskosk Dskskk |k skskskokokoskskk %

VE@KRK LV LDIMMPY BIGY[NVC

D Uskok skok o skok Dokokok Dokokok Dokokok Dokok D D Dok 1 I

R EBL TR BALY AMKRLEVREANBRARRL ERRATES
CVEEI IRFANEAAARIFRRTPEQ

ﬁE'QAHVSﬁgéAégaﬁYEEAQLQKELKHRA VEERKFETSE

VTAIKAELRRIENAQLQKELKHRAMVEASLLETQGR.EQESAI

LGARGIRARIENTESAMAE . . . . ... ... ... ENASGIPEI DIRQIL|ZVAFMAKISRETEYELTHREFEL|SHHLATHT
AR N e S S . . . . . e
BT LN . . . oo
Kook kKKK K * *k *kk ok ok ok X *

560

640

720

880
109
118
112

960
175
127
121



logo

NTDB id 1143 A1552VC RS01965 WP 001883436.1
NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

logo

NTDB id 1143 A1552VC RS01965 WP 001883436.1
NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

logo

NTDB id 1143 A1552VC RS01965 WP 001883436.1
NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 1047 HON27 RS03110 WP 000389061.1
NTDB id 1417 SGL RS04200 WP 014407071.1
consensus

LausTRERL P E ke LYY FORYRVOVYVBRYREK FERDV LRI Pacs c ERAEY | R OYUNAAR | HNLETAVEAL
LKRSNABREISMBAPKFLNMEQEHMC[ENE . . . DAYY\DD QHESADVLRLIZQGSGLQAM)@NFNVGESVNAARIHNLETAVEAL
GQVMTR|ZHIBEE . . . . TMWGYDMFEDMRTVPAITURREHYEKMED . . . . Ti4. .. . SRPE)@LTRREV. . ... ... .. ......

.............................. MK S Y. o e e

SSYAFEGDKDKLQKLKELGGEFTRLADKASEEiQSKQ LMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRS
GpY!

TLQTRTLDKYLRIETLFKTFPRWRTVLNSLDY | LEHT KEAGPERTHIEVQRDKLQKLLTSE
TLQTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177

non conserved
similar
>507% conserved

(> JES

1037
227
127
121

1117
235
127
121



