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logo éR AT YBFLUFRH \/AR H.FA.H.K KT KK FV\.F \.FS AFS\.AAVN
L PEKVSGVAGCRHPYCVRSCLRIINVLKLWD
NTDB id 129027 LA24 RS00630 WP 162818945.1 MLCPEKMSGMAGRHPYGVRSGLRUNELKLWD I aRMTHFEIRAAGCINNY YNNI GNINCOIIRARNGINISIo NI VARV EIaln) o
NTDB id 1127 NGFG RS10560 WP 003703428.1 MNPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE|
NTDB id 1126 NGFG RS09375 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE
NTDB id 1125 NGFG RS07215 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE|
NTDB id 1108 NGFG RS06525 WP 003703428.1 NPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQE]
consensus ! bt rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrd
logo \.EA\. AKAKA AEYRAQN AFKS\/DDUKVK AV\.AN-KWASV A A K AK VL A\A/KK
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NTDB
NTDB
NTDB
NTDB
NTDB

id 129027 LA24 RS00630 WP 162818945.1 |RYNALCHNe VOV UV I TNCTNNECANINNTIQACCHN T ANV ONOINLEAUCT VY VeIV 03 A BNAIOY 154
id 1127 NGFG RS10560 WP 003703428.1 LEALPGIGPAKAKATIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
id 1126 NGFG RS09375 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
id 1125 NGFG RS07215 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131

id 1108 NGFG RS06525 WP 003703428.1 LEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NI e
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K non conserved
B similar
>507% conserved



