
logo MRKQNTLTGIPTSDGQRGFSALF IVLMVMIVVAFLVVTAAQSYNTEQR I SATNESDRKLALSLAEAALREGEFLQVLDLEYDTATDSKVT
NTDB id 128977 LA50 RS01560 WP 002248501.1 MRKQNTLTGIPTSDGQRGFALFIVLMVMIVVAFLVVTAAQSYNTEQRISTNESDRKLALSLAEAALREGELQVLDLEYDTDSKVT 85
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTADSKVT 85
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!

logo FSENCEGKGLCTAVNVRTNTNNGNEEAVFDGNIVVQGKTP I
TVEAVKRFSCPAKNSGKNSTDGLC IDKNKQGMVEYEKKGTGRNSVSKMPPHRYI I EYLGEV

NTDB id 128977 LA50 RS01560 WP 002248501.1 FSENCGKGLCTAVNVRTNTNNGNEEAFDNIVVQGKPIVEAVKRFCPAN....STDLCIDKKGMEYKKGTRSVSKPPHYIIEYLGV 166
NTDB id 1139 NGFG RS02435 WP 003687918.1 FSENCEKGLCTAVNVRTN.NNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKMPRYIIEYLGE 169
consensus !!!!! !!!!!!!!!!!!*!!!!!! ! !!!!!! ! !!!!!! !!! ****!! !!!! !*!! !!! !!!*!*!!!!!!!

logo KNGNEQNI
VYRVTAKAWGKNANTVVVLQSYVGSNNDEQ

NTDB id 128977 LA50 RS01560 WP 002248501.1 KNGENVYRVTAKAWGKNANTVVVLQSYVSNNDE. 199
NTDB id 1139 NGFG RS02435 WP 003687918.1 KNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !! !*!!!!!!!!!!!!!!!!!!!!!! !!!!*
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