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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQP..ALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPA 82
NTDB id 128935 O165 RS03540 WP 038705671.1 MRTGMLALVLGLLSLRFLPVLPPVGWLIPLLLLALACLR...........TRIW....PLGWFVLGGCWACWSAQQALDDRLAPA 70
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP...........FRWR....PLAFFLFGLVWACLNAQWALDDRLPVD 70
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NTDB id 1426 RS RS05575 WP 011001070.1 WEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLK 167
NTDB id 128935 O165 RS03540 WP 038705671.1 LDGRTLWLEGRVVGLPTRTERGVRFELEHAES.RRAQLPRRLQLSWFA....................GPELRAGERWRLAVNLR 134
NTDB id 1199 PSJM300 12650 AFN78592.1 LDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLK 134
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NTDB id 1426 RS RS05575 WP 011001070.1 RPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQS 252
NTDB id 128935 O165 RS03540 WP 038705671.1 QPHGLLNPHGPDREALLLARGIGATGSVKAGEQVGQA............A..VHWRDAVRQRLMNVDAHGR.EAALTALVLGDGA 204
NTDB id 1199 PSJM300 12650 AFN78592.1 RPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGS 206
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LAGLFLVGYGAVLWVALMAGLLWRRSFGLARLWLGAIRTWPLPLQSRLMWPAWQLRPAWGAACVGALGAFMAGAAFLAGYCGLWLAGMFEGVP
NTDB id 1426 RS RS05575 WP 011001070.1 GIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVP 337
NTDB id 128935 O165 RS03540 WP 038705671.1 GLAREDWQTLQATGTVHLLVISGQHIGLLAGLVYGLVAGL.......ARLGAW..PSRWPWLPWACGLGMAAALGYGWLAGFGVP 280
NTDB id 1199 PSJM300 12650 AFN78592.1 GLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVP 282
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NTDB id 1426 RS RS05575 WP 011001070.1 AQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGL 422
NTDB id 128935 O165 RS03540 WP 038705671.1 VQRACLMLAVVLLWRLRFRHLGAALPLLLALSGVLLINPLASLLPGFWLSFAAVGVLVLCFSAR..............LGAWRPW 351
NTDB id 1199 PSJM300 12650 AFN78592.1 VRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWW 353
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NTDB id 1426 RS RS05575 WP 011001070.1 RGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPG 506
NTDB id 128935 O165 RS03540 WP 038705671.1 QAWSRAQWVIAVGLLPVLLALGLPVSLTAPLANLLAVPWISFAVLPLALLGTAALPVAGVGEGLLWLAGLSLEGLFRLLAQLAGQ 436
NTDB id 1199 PSJM300 12650 AFN78592.1 RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGW 438
consensus ** **!*****!!!!**!*!***!!*****!!*!!*!**!****!!!!*!** !********!*!*** * *** !*!****



logo

G
L
Q

S
P
V
AWVLPAEPSPAALPALWAWGLSLAVVAVLGATVPLVLVLLVLPAGRGYVRPAWAW

LRALVLPQGTALVMLLALAPLMLFLWARPADREPSAERVPEPHPQGEQRAFVEQRMVVWAQVLFDI
VGQGALSATVLLVERTARDGHHRALLFYDTA

NTDB id 1426 RS RS05575 WP 011001070.1 GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDT 591
NTDB id 128935 O165 RS03540 WP 038705671.1 LPAWLPEPLPLWAWLLVALGALLVLLPRGVP...LRLPGAVMLLA.LWAPREEVPHGQVQVWQLDVGQGLAVLLRTRHHALLYDA 517
NTDB id 1199 PSJM300 12650 AFN78592.1 QPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDA 520
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NTDB id 1426 RS RS05575 WP 011001070.1 GPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRW 676
NTDB id 128935 O165 RS03540 WP 038705671.1 GPAHGDS.DLGESVVLPTLRRLGVRHLDLMLVSHGHADHVGGAAAVRRGLPVTRVLAGEVAGL.......A...PAALCESGERW 591
NTDB id 1199 PSJM300 12650 AFN78592.1 GPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRW 597
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NTDB id 1426 RS RS05575 WP 011001070.1 AWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLD 761
NTDB id 128935 O165 RS03540 WP 038705671.1 RWDGVDFELWHWP......QGTSSNDRSCVLRVVANGERLLLAGDMEAAAERAWLAAS..EDPRIDWLQAPHHGSRTSSTEPFIK 668
NTDB id 1199 PSJM300 12650 AFN78592.1 TWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLA 674
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NTDB id 1426 RS RS05575 WP 011001070.1 AVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQ 846
NTDB id 128935 O165 RS03540 WP 038705671.1 ALAPRGVMISRGRNNGFGHPHAQVIERYRRHGVQVHDTALAGALELRLGRQGAV..VEGRAQRRFWREGE............... 736
NTDB id 1199 PSJM300 12650 AFN78592.1 AVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGA..RRMRDEPRFWREK................ 741
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