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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 128874 IX91 RS13900 WP 004743296.1 MGKSLVTGIEIGHHSIKAVVLKPNKGTFALVDYRELPIEAGIFSDNHMSNYQKIVKKLKELRKSLPRFSTKVALAIPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 128874 IX91 RS13900 WP 004743296.1 VISKVLQIDSGLSDNEIEYAISDAFSHQTPFSIDELYLDYVPLTADR..QSSQTHYQVYATKKELVDPRVEVFKSAAFQP 158
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLF.....QQDPLVDDAQV 234
NTDB id 128874 IX91 RS13900 WP 004743296.1 VVVDLRAHALVHIWQLAARQQV.KADWLMIDVGFDHASLCMDLADKAPFCKDIVLAIHEKEVDSNLCL.....S...LAQ 229
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPL...LHD 236
consensus !**!* **!*!*!*!*** * * *****!*** **!**** ** *! !******* *** * ** *
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 ATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKR.KRRAADW 313
NTDB id 128874 IX91 RS13900 WP 004743296.1 SREEFTAELLDKIQRNLQLIASMHGK.SVKGIWLSGVGATMPALANEISTRFAIECELLNPLTLFSTTSQQPSDNLLTHG 308
NTDB id 1171 A1552VC RS12125 WP 000520444.1 PTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKR.KRPLVDG 315
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 QHFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 128874 IX91 RS13900 WP 004743296.1 HRFTSAAGIALRALTWLESRHAA.. 331
NTDB id 1171 A1552VC RS12125 WP 000520444.1 QRFSTAAGLALRGLAWLESEHVA.. 338
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