
logo

MQYNTQAKNSKYLLMVEDTASVAALYRSYLTPLDQIDINIVGTGRDAIDES ILGNFRRETPDL I LLDLRLPDMTGMDVLHYAVKEKNS
NTDB id 128864 IX91 RS10680 WP 038550519.1 MQYNTQAKNSKYLLMVEDTASVAALYRSYLTPLQIDINIVGTGRDAIDSLNFRTPDLILLDLRLPDMTGMDVLHAVKEKN 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!* ! !!!!!!!!!!!!!!!!!!!*!!!!!

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHGAQDFL IKPCEADRLRVTVNNAI

LRKANSKLKNDGVDNKPGNSQGNYQGF IGSSQTMQAVYRT
NTDB id 128864 IX91 RS10680 WP 038550519.1 PDVPVIFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNALRKANKLKNDGDNPGSQGYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNK.NQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!! !!** ! !!!!!!!!!!!!!!!!!

logo IDLSAASTSKAS I F ITGESGTGKEVCAEAIHAATSKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 128864 IX91 RS10680 WP 038550519.1 IDLAATSKASIFITGESGTGKEVCAEAIHATSKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !! !!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNKRDPWKEVEQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 128864 IX91 RS10680 WP 038550519.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNKDPWKEVEEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo RGDDI
V I E IAYSLLGFMSKEEGKDFVRLASAEVVDERFRSQRYEWPGNVRQLQNVLRNVVVLNENGRE IDTLADMLPPPLNQMPSAKNPEI IN

NTDB id 128864 IX91 RS10680 WP 038550519.1 RGDDIIEIAYSLLGFMSKEEGKDFVRLAAEVVDRFSRYEWPGNVRQLQNVLRNVVVLNNGREIDLAMLPPPLNQPSKNEI 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!*!! !!!!!!!!!!!!!!!!!!!!! !!!! ! !!!!!!!!*! *

logo RAVLPTLRAPHQENENKTVSVHQDE I FPLWLMTEKNQAI EQAI EKACDGNIPKRAAGTYLDVSPSTIYRKLQATWNAEKEVKVEQKEKER
NTDB id 128864 IX91 RS10680 WP 038550519.1 RV.TRPQNETVSVQDIFPLWLTEKNAIEQAIKACDGNIPKAAGYLDVSPSTIYRKLQAWNAKEVQ..... 464
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus ! ** ** !!!**!!!!!*!!!*!!!!!! !!!!!!!*!! !!!!!!!!!!!!!! !! ! *****

X non conserved

X similar

X ≥ 50% conserved


