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NTDB id 128859 IX91 RS07840 WP 004748949.1 MKPKVLLIEDSTSLAILYKQYVKDEPYDLFHVETGREAIAFIERNVPQLVILDLKLPDMDGEQILDWINDNQVPTSVVIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
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NTDB id 128859 IX91 RS07840 WP 004748949.1 TAHGSVDLAVNLVQKGAKDFLEKPINADRLKTSIALHLQQVKLEHLVEDIESKFDRNRFHGFIGSSLPMQGVYKIIDSVA 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKA..SKLKNDV..DNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
consensus !!!!!*! !! * *!! !!! !!* !!!!* ** ** ** *! !*** * **!!!!!! *!!*!!* !!! !

logo

P
S
S
T
K
TAS IVF ITVGESGTGKEVCAEAIHAKAESKRGKDKPF IVAINCAGAIPKDL IMESE I

LFGHVKGAFTGAATATDERKQGAAESAMADNGGTLFL
NTDB id 128859 IX91 RS07840 WP 004748949.1 PTTASVFIVGESGTGKEVCAEAIHKESKRKDKPFVAINCGAIPKDLMESEIFGHVKGAFTGATADRKGAASMANGGTLFL 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
consensus ** !!*!! !!!!!!!!!!!!!!! !!! !!!!*!!!!*!!!!!!*!!!*!!!!!!!!!!! *! !!! ! !!!!!!

logo DELCEMDELDELMQKTKLLRF ILQTGTFQTKPLVGASNSKEMKMKSVDVRFI IVCATNRDPLWKVEVEQEGRFREDLYYRLVHYVI
VPLDHLMPPLRAERGDTDI

V

NTDB id 128859 IX91 RS07840 WP 004748949.1 DELCEMELEMQKKLLRFLQTGTFTPLGANKEMKVDVRIICATNRDPLVEVEEGRFREDLYYRVHVVPLDMPPLRERGTDI 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
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NTDB id 128859 IX91 RS07840 WP 004748949.1 LTLATHFLKLYAKEDGKKFNAIHRDAESTLKRYTWPGNVRQLQNIVRNIVVLNDDSHLRLEHLPDQVTTSRKLKSSISPK 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSA........ 382
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NTDB id 128859 IX91 RS07840 WP 004748949.1 PAPAVTPPPPPASEEALEGNTIQPISANSQADKPVTIRPMWQIEREAIQQAIDYCDGNVLNAAVLLELSPSTVYRKKQAW 480
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .......P..........INRALPLA.HENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTW 444
consensus *******!********** ! !* ** * ** ! !*! !* !! !!!* !!!!** !! !**!!!!*!!! ! !

logo

E
N
A
E
E
K
D
V
E
K
E
Q
K
Q
E
L
K
V
ER

NTDB id 128859 IX91 RS07840 WP 004748949.1 EAEDEQQLV.. 489
NTDB id 1157 A1552VC RS03895 WP 001888250.1 NEKVKEKEKER 455
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X non conserved

X similar

X ≥ 50% conserved


