
logo MQQEHQPTFFFFDYETWGTVNSPAKDRPCSQFAGVRTDMDFNI IGEPLVIYCQLPPANDYLPAPEAAL ITGITPQKTAENSTQGLASEPEF IAKR
NTDB id 128858 IX91 RS06725 WP 004743059.1 MQQEHQPTFFFFDYETWGTSPAKDRPCQFAGVRTDMDFNIIGEPLVIYCQPPADYLPAPEAALITGITPQTAETQGLSEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!! ! *!!! !!!!!!*

logo IHAEEQLASTPNTINSLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHYALRPEGI
V
E
NWPENDDEGF ITSFKLEHLSVA

NTDB id 128858 IX91 RS06725 WP 004743059.1 IHEQLATPNTISLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACYALRPEGVNWPENDEGFISFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! ! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!*!!!!!!* !!!!!*!! !!!!!!!!!!

logo NGI EHESNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGKRECRHNYTSWI
VVP I

VAWHPTNQN
NTDB id 128858 IX91 RS06725 WP 004743059.1 NGIEHENAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKRKLNELIDIVNMTPLMHVSGMLGKECNYTSWVVPVAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!!!! !!!!!!! !!!!!!!!!!!*!**!!!!*!!*!!!!!!!!

logo AVICVVDLAGKDPQAPLLDELDATEKQTLNQAERLYTKRRYESDLAPDELPVPVKL IVHLNKCP I LAPAKTLTAENAEQKIG IDREKQCLAEHNLANLVI
LRKQHP

NTDB id 128858 IX91 RS06725 WP 004743059.1 AVICVDLAKDPQALLDLDTKQLNERLYTKRSDLAPDELPVPVKLIHLNKCPILAPAKTLTAENAEKIGIDREKCLENLALLRKHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!*!!!*!!!!*!!*!! !* !!!!* !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!! !! *! **! !!

logo E I
VREKL IVGTVFYGS IQEREFYENKQESNSDVDSMQLYADGFFSPADKRAAMENI IRETTADPENNLGSASLADIRSFVASDDKRIAEPLLFRYRARHNFYPHWTLDTDESTEQQRR

NTDB id 128858 IX91 RS06725 WP 004743059.1 EVREKLIGVYGIEREYEKSNDVDSMLYDGFFSPADKAAMNIIRETDPNNLSALDISFSDDRIAPLLFRYRARNFPWTLDESEQQR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !*!!!!* !* !!!* !!!! !! !!!!!!!*!!! !!! ! ! !! ! ! ! !! !!!!!!!!!**!*!! **!! !

logo WAATHCRDYFERSNR I
LEDGYMLNLENLVHEHEQASDPQKKI

MAI LKS IVYHQYVEQKLRAVCS
NTDB id 128858 IX91 RS06725 WP 004743059.1 WATHCRDYFESRIEDYMLNLENLVHEHESDQKKIAILKSIYQYVQKRVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!! *! !!!!!!!!!!!! !*!!*!!!!!*!*!! ! *
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