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NTDB id 128728 BG02 RS08290 WP 000947756.1 MLSELSIRNFAIIEALNISFQKGLTVLSGETGAGKSIIIDAISLLVGGRGSAEFVRYGTEKAEIEGLFYVEDDKHPCIEKAEELD 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGVCAEQG 84
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NTDB id 128728 BG02 RS08290 WP 000947756.1 IEIEDGMIILKRDIAANGKSVCRVNGKLVTLSVLKEIGKTLVDIHGQHETQDLMNEERHLFMLDHFDGERIVKQLDIYQNVYADY 170
NTDB id 352 BSU 24240 NP 390304.2 IDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
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NTDB id 128728 BG02 RS08290 WP 000947756.1 EKLKKQLKSLSENEQQMAHRLDLIQFQHEEIRKADLKMDEENNLTEERLQISNFEKIYKALGDAYRSLSADGQGLDNVRSAMGQM 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
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NTDB id 128728 BG02 RS08290 WP 000947756.1 ESITHLDEVYQENHDSIANSYYLLEEVAYQLREKLDMMEYDPNRLDEIETRLNEIRMLKRKYGNTVEEILAYADKIEQEIFTIEN 340
NTDB id 352 BSU 24240 NP 390304.2 EDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATVEDILEYASKIEEEIDQIEN 339
consensus ! !*** !* **!* !!!!!!!* *!*! !! *!*!! !! !!!!!!!!* !!!!!! !!!*!! !! !!! !! !!!

logo

K
RDSVHI

L
E
Q
S
T
L
TKKEQLDKESLVEGKSDVI

V
A
L
K
VEAATLNLVSNQI

MRHKETLWAEKHKLATDNAE IHQRELKESLYMEKSTKTFDETVERFI IKKVRTARESGRNAEEAEPLVENGAQPVQRLTAEDQGI
Y

NTDB id 128728 BG02 RS08290 WP 000947756.1 KDVHIETTKKQLKELESVILKEATLLSNMRHELAEHLTNAIHQELKELYMEKTKFEVRIIK..REGNAEEPLVEGAPVRLTADGY 423
NTDB id 352 BSU 24240 NP 390304.2 RDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKVRTASRNEEAPLVNGQPVQLTEQGI 424
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LKS I FSKSHQQDGVATS IV I FDEVDTGVSGRVAQAIAEKIHYKRVS IVGNSQVLC ITHLPQ
NTDB id 128728 BG02 RS08290 WP 000947756.1 DHVEFYISTNPGEPLKPLSKVASGGELFRIILALKSIFSKHQGVASVIFDEVDTGVSGRVAQAIAEKIYRVSVNSQVLCITHLPQ 508
NTDB id 352 BSU 24240 NP 390304.2 DLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGVSGRVAQAIAEKIHKVSIGSQVLCITHLPQ 509
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VTDLTKTERHAKELLKTQADHHQFVKQTTAGEAIQ
NTDB id 128728 BG02 RS08290 WP 000947756.1 VASMADSHLFIRKQVANDRTITSVTVLTMEDKVTEIARMISGVEITDLTTEHAKELLTQAHHFKQTAEAIQ 579
NTDB id 352 BSU 24240 NP 390304.2 VAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKRHAKELLKQADQVKTTG.... 576
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