
logo MDKDPSQHPAQSYQTKLDQLNQHPSTI
V
E
N
N
RLASKQAS IVFYTVVNRHAKATAPTNPKYLYLWLKKRTALEQKRL IVKTEGKKAGI

KKEIGLHFSKRNPRFSQQQSDVL IRS ILGDYFYF
NTDB id 128578 BF39 RS15335 WP 000804868.1 MKPSQPQSQLQNQHSINRLAQSIFVVNRHAKAATNPKYLYWLKKTALERLITEKKAIKEGLHFSRNPRFSQQQSDVLIRLGDYFF 85
NTDB id 88 BSU 14020 NP 389285.1 MDD..HAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGDYYF 83
consensus ! *** ! ** ! ** !!!!!! !*!!!!!! !!! !! *!* ! !* ! !!!!!*!!!!!!!!!!!!! *!!!*!

logo HI
MPPTKEDFERHI LPHLGHTLENQSSYRNPKATQTLMSLTKVAKHKLTLQDEYI

VGMPEKAEKLKPLQEVKPKNLRQSEPQVPAWYHSKRPTVYFTKKLGESYF
NTDB id 128578 BF39 RS15335 WP 000804868.1 HIPPTKEDFRILPHLGHLESSYRNPKTTLSLTVAKKTLQDYIGPEALKQEKKLSEPVPWYSRTYTKK...... 152
NTDB id 88 BSU 14020 NP 389285.1 HMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQ..QPAYHKPVFKKLGESYF 154
consensus !*!!!!!!! *!!!!!*! !!!!!! *!!! !!* !!*!*!* * * ** ! !*** !!******
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