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NTDB id 128385 AW22 RS26410 WP 042513388.1 .................MVAGKQLLLEELSSDLRRELSDSKKKGEIICVQGVIKKAFKYICQRCGNIEQRLFASFLCKRCNKVCT 68
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFS.DEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHSS..GKNKL 82
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