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VL IVGRLTKRDVPDELRYTSPNQSGVAAVAGTQTFSTMLAVDNRPQTFTSNAQGNSGDEREADF IPNVCVI
TWRKQRLQSAETNCFVANYFTLRKKGRSLATVAGVEDGR I

LQVTR
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 128239 PSTEL RS25810 WP 038699821.1 MLNRVILIGRLTRDPELRYTPQGVAVTQFTLAVDRPFTSQGGEREADFIPVVTWRQLAETCANYLRKGRLTAVEGRIQVR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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FLEPSKRTNQTGNTGRTGEGQSRGNQAGDSGAGGSYNQEGSNFMSGNPEGSGNPPQYSFNYGSGGQRGNNQDQSSNPGNFTGGSNPQNQNTGQNRARGNPAFQAGSRNSNFNTQNADQDPFSA

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ..NFNSNQSNGS...QQSGFTSPQQTGNAPAANNTQADPFA 155
NTDB id 128239 PSTEL RS25810 WP 038699821.1 NYENNEGKRVYVTEVIADNVRFLESTQNREGGNASGGG...SMPEPPSYGGGRGNSNGNG........GFSRNNNQDPFS 149
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSG..SGGYNEGNSGGGQYFGGGQN.DNPFGGNQNNQRRNQGNSFNDDPFA 157
consensus !!!!**!*!!*!!!!***** *!!*** * ****!* * * ***!** * **** ** *** * !!!*
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DGQKAP IDI SDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 NNGQAIDISDDDLPF 170
NTDB id 128239 PSTEL RS25810 WP 038699821.1 GDGKPIDISDDDLPF 164
NTDB id 113 BSU 40900 NP 391970.1 NDGKPIDISDDDLPF 172
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X non conserved
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X ≥ 50% conserved


