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NTDB id 128161 R70331 RS15105 WP 042176847.1 MIKLLKNLEAKEWGLFIVSVLFIVTQVWLDLELPDYMSDITRLIQTPGSEMTEIMATGGWMLLCALGSLATSIIVAGIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !* ! ! !!!!!* **! !!* !!*!! !*!!! !! !*!!*!* **!! *! !!** !! **!* *!
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NTDB id 128161 R70331 RS15105 WP 042176847.1 KIAANFSARLRSKLFNKVQSFSMEEINSFSTASLITRSTNDITQVQMLIVIGLQLLIKAPLLAVWAILKITGKSWEWSLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! !* !!!! *!!*! *! !! !! *!!*!!*!!!*!!*!**!!*!*!** **!**!!!!* !! !!! !!* !
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NTDB id 128161 R70331 RS15105 WP 042176847.1 TGTAVGVLIVIVGICVVLVLPKFQKLQVLTDNLNRVARENLTGLRVIRAYNAEKYQEDKFGAANNELTRTNLFANNVLSA 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 128161 R70331 RS15105 WP 042176847.1 MMPSITLIMSGLSLAIYWIGAVMIQNA............GPGAKMGLFSDMIVFSSYAMQVVMAFMMLIIIFILMPRAHV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! ! *!** !!!*!!!!!!!! *** *************** ** *!!!!*!!!!!!!!!!**!!!** !!!**!!!*!
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NTDB id 128161 R70331 RS15105 WP 042176847.1 SAKRINEVLDTRPSLTDGQLTSSPSRHAGEVEFRNVSFKYPDAEDYVLKDISFTAAKGETVAFIGSTGCGKSTVVNLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!!!!!! *!** * * * !!!!!* !!!*!* !* **!!*! !!!!!!!!!!!*!!!!*!!!!!!

logo FFYDATESGEWI
V
K
L
I
V
D
GGIKNVNQDQYESHQDSADLNRNKMVGYI

V
P
SQKRAVLFGSGTI

V
R
TSNIAFGDQNSDGQRADLPGLDDASDKI

V
V
W
D
EALVEYLTASQAAKDNFVEEKKMDEGKGS

NTDB id 128161 R70331 RS15105 WP 042176847.1 FFDATSGEVLVGGINVNQYEQSALRNKMGYVSQKAVLFGGTVTSNIAFGDNGRDLG..SDVVDAVYTSQAADFVEKMDGS 466
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !*!!! ! * * !! !* ! * ! !!*!!**!*!!!! !!* !!!!!! * ** * *!* !! !!! *

logo

L
YDATEHI

VAQGGTNFLSGGQKQRLAS IARAI
LARKRPE I L I FDDSFSALDYKTDRI

KLRNSDELAKKEKSTKSEGMTTKML IVAQR IGSTIKMDADHKI IL
NTDB id 128161 R70331 RS15105 WP 042176847.1 YDAHIAQGGTNLSGGQKQRLSIARAIARRPEILIFDDSFSALDYKTDRKLRSELKKESSGTTMLIVAQRIGTIKDADKII 546
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
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NTDB id 128161 R70331 RS15105 WP 042176847.1 VLEAGQIAGMGTHDELMESCSIYQEIAYSQLSKEELA... 583
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!* ! * ! !!! !!* * !!!!!!!!!!!!!!! ***
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