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NTDB id 128065 R50345 RS25475 WP 042130981.1 MLKLLKNLEPKEWFLFGISLMFIIAQVWLDLELPDYMSDITRLIQTPGSEMNEIIVAGGWMLICALGSLATSVVVAGIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !* ! ! *!!! * *! !!* !!*!! !*!!! !! !*!!*!* *!* *! !!** !! !*!* *!

logo R I
TAADSFLSTATRLRSDNI

LFDNKRVMQDSFYSEMAEE IKSKNFS ITAPSL ILTRSTTNDI
LTQLVQI

M
L
MIV I

MGLMQLVLVTVKRAGP I LMAVWALLTKI SWGKSDWEQWTGLAS
NTDB id 128065 R50345 RS25475 WP 042130981.1 RIAADLSARLRSNLFDKVQSFSMEEISNFSTASLITRSTNDITQVQMLIVIGLQLLVKAPILAVWALLKISGKSWQWTLS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !! * !!!! *! *! *! !! !! *!!*!!*!!!*!!*!**!!*!*!** **!!*!!!!! !! !!! !!
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NTDB id 128065 R50345 RS25475 WP 042130981.1 TGVAVALLVIIVAICIVLVLPKFKKLQLLTDNLNRVSRENLNGLRVIRAYNAEQYQEKKFAVANNELTSTNLFANNVMTM 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!! ** !** *** * !* * *! !!! !! *!! ! !*!!*!!!!!! !!* !! ! !! !! *!**
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NTDB id 128065 R50345 RS25475 WP 042130981.1 LMPSITLIMSGLSLSIYWIGAVLIQAAE............GTAKMGLFSDMIVFSSYAMQVVMAFMMLIMIFILLPRAQV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus * ! *!** !!!*! !!!!!! !** ************ ** *!!!!*!!!!!!!!!!**!!!** !!!*!!!! !
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NTDB id 128065 R50345 RS25475 WP 042130981.1 SAKRINEVLETVPSLKNGSVTQFPVKREDEIEFRGVSFKYPDAEEYVLENISFTAKQGETIAFIGSTGCGKSTLVNLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !!!!!!!!! *!** * * ! !*!!* !!!*!* !*!**!!*!! !!!*!!!!!!!*!!!!!!!!!!!
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NTDB id 128065 R50345 RS25475 WP 042130981.1 FYDATEGEVLVNGINVKEYDQQALRNKMGYVSQKAVLFGGTVSSNIAFGENGSGQVLSSDIVDAVYTSQSSEFVEKLEGN 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!!!!!! * * !! ! *! * ! !!*!!**!*!!!! !!* !!!!!! *** ! *!* ! !!! !
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NTDB id 128065 R50345 RS25475 WP 042130981.1 YDAHIAQGGSNLSGGQKQRLSIARAIARRPEILIFDDSFSALDYKTDRKLRSELKKDAHDSTMLIVAQRIGTIKDADKII 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus ! **!!!!*! !!!!!!!! !!!!*!!*!!!!!!!!!!!!!!!!!!! !! *! ! ** ! !!!!!!! !! !!!*!*
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NTDB id 128065 R50345 RS25475 WP 042130981.1 VLEAGQIAGIGTHDQLMQTCSVYQEIAYSQLTKEELA... 585
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!* ! * ! !!! !* * *!!!!!!!!!*!!!! ***
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