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NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MKKLSRY.TFSLLFG.LFSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKA 73
NTDB id 1362 HI 1008 AAC22669.1 ....MKTL..F.TSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKA 73
NTDB id 127858 JV59 RS10605 WP 038512866.1 ......MLRILLTSLLMVFAVYSSTTVSAEKTTNS..............EYAGIEITVNVNTAEAAELAALLTGVGAKKA 60
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANA..EETAPAAQ..............VEEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANA..EETAPAAQ..............VEEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPLSLA..A..DTKAD..............KYEGIEITVNINTASAEEIATMLKGIGEKKA 55
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWA..E.TKTKAD..............KYEGIEITVNVNSATAQEIATLLIGIGEKKA 56
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NTDB id 1382 A4U84 RS07375 WP 062924234.1 QAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 EAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 127858 JV59 RS10605 WP 038512866.1 EAIVQYRDENGPFLKVTDLALVKGIGPALIDKNLSRIKL. 99
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1294 VP RS04495 WP 021449594.1 QSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 QDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
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