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NTDB id 127840 JV59 RS00080 WP 080749061.1 D...FLNVNLA..AT.....SVNASTIAFQVAKLGSDTLLDLELSALQRESRAEVISSPRLITTNKQPAYIEQGTEIPYL 328
NTDB id 1186 GTF74 RS01320 WP 000788426.1 E...FLNVNLA..ST.....SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYL 445
NTDB id 1175 A1552VC RS12105 WP 000788426.1 E...FLNVNLA..ST.....SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYL 445
NTDB id 1408 DSB67 RS13980 WP 010643500.1 D...FLNVNLA..AT.....SPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYL 454
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NTDB id 1347 HI 0435 AAC22094.1 VSNTRN..DTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY.GQNEVVSIDKQEINTQVFAKDGETIVLG 380
NTDB id 1373 NTHI RS02645 WP 011272046.1 VSNTRN..DTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY.GQNEVVSIDKQEINTQVFAKDGETIVLG 380
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQN.G...EAILNKNTINTNVLVNNGETVVLG 653
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPN.G...ELILNKNNINTNVLVDNGETVILG 665
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPN.G...ELILNKNNINTNVLVDNGETVILG 665
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIG 657
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFL.GVP...AIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFL.GVP...AIITKEIQTNVLVNNGQTIVLG 632
NTDB id 127840 JV59 RS00080 WP 080749061.1 EAASSGAT...SVNFKKAVLSLKVTPQITSDNRLILDLNVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVPVNNGETIVLG 404
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ESSSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLG 521
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ESSSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLG 521
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ESSSSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVLVNNGETVVLG 530
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NTDB id 1347 HI 0435 AAC22094.1 GVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 GVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIG...R...... 714
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 127840 JV59 RS00080 WP 080749061.1 GIYQHSVSDTVDQVPLLGDIPLLGALFRRTYQQMGKSELLIFVTPKVVTP................ 454
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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