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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
NTDB id 127661 IX88 RS03360 WP 031999567.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYTNTPIAVLTA 85
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
consensus ********!*!!!!*!***!***!!*!!***!**!**!**!**!******!*!!!!**!!!!!!!!!!****!****!!*!**!!

logo YGSNLMDTIA IQAALKAGAFDFLVTSKPVDNLQGVRHLRDEQLVLAQTKALRNLRRQNKPVEHPEDAFTATEENSAPLVEDNNKRLLLIGCERSPLPMIRQAQLRNIQAIGKKLIARSQAPVYF IVSTGES
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP..EA.EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
NTDB id 127661 IX88 RS03360 WP 031999567.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEPDFAESALENKLLIGCSLPIQQLRIAIKKIARSQAPVFVTGES 170
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
consensus !!**!*!!*!!!!!!!!!**!!!****!**!***!!****** * ! !*****!*! !*!***!!**!*!*!!!!!!!***!!!
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
NTDB id 127661 IX88 RS03360 WP 031999567.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
consensus !*!!!*!!*!*!****!*!*!!***!!!!!!*!!!!!!*!!!!!!!!!!!**!!!!!***!*!!*!!!!!*!*!!**!!!!!!!!

logo

I
VQEKAKVIRAPVGGSQDQEVIADVDVFR I

V
L
I
C
SATSHKQDLADALELVGRAQGRKFRQDLYFYFRLINHVI

M
E
DLRIVLPPLRERRGEDI

V
P
LLLAENRHI

F
L
I
K
Q
R
K
L
I
A
C
G
M
E
D
T
W
G
E
L
TPAPAKRQL

NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
NTDB id 127661 IX88 RS03360 WP 031999567.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMDWETPPKQL 340
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
consensus *!!!**!*!!**!!**!!*!***!*!*!!***!**!*!!!!!**!**!**!**!!!!!!*!!**!!!*************!***!
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS...........Q.....EGAASLSEIDNLEDYLED 404
NTDB id 127661 IX88 RS03360 WP 031999567.1 TEAAKTYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQVVKKLPSEGLERYLEN 425
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLEN 425
consensus !**! **!****!!!!!!!!*!!*!!!*!!*!!**!****!**!*****************!****************!!*!!!*

logo I ERKKDLI ILMLQNALENEMTRHWNRTALAAQKRKLGLMTFRSMLRYRLKKLFGI
LDTETEQEV

NTDB id 1473 PAKAF RS24000 WP 003094694.1 IERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 127661 IX88 RS03360 WP 031999567.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
consensus !!******!!**!*!!!!*!!**!!*!!!!*!!!!!!*!*!*******
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