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NTDB id 1193 PAKAF RS26665 WP 003161249.1 NTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQ 169
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT..SA.......PAPQQGIGNIGFQ 151
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 RGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTD 254
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQEG................. 407
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 .........KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG. 482
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSN 481
NTDB id 127650 IX88 RS00705 WP 001017033.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
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consensus *************!!*!**!*!!!**!********!**!*****!!**!*!!!*!!!!!*!*****!**!!*!!***********

logo LLVYGGKSDEGTNTL IWGNI
L
K
R
D
N
E
E
PDKGMNCSKGNDPE I

T
A
TGSGCGYTKFYPTTITGTSEKRSPPDSNPLFNVDLGAVKTSDTNATPGTASGGS IGAI

FGFL I SLTMDSNDI
F
I
MLDLQELSAMLEQKATDGNYGE I

V
V
I SQT

NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQ 561
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVIST 555
NTDB id 127650 IX88 RS00705 WP 001017033.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIST 567
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 PKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVN 643
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTIN 639
NTDB id 127650 IX88 RS00705 WP 001017033.1 PKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNIN 651
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNIN 651
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNIN 651
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 AKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 127650 IX88 RS00705 WP 001017033.1 TNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
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