logo

NTDB id 127641 IX88 RS00235 WP 000472267.1
NTDB id 1071 ABD1 RS15375 WP 000472269.1
NTDB id 1042 HON27 RS01930 WP 000472273.1
consensus

logo

NTDB id 127641 IX88 RS00235 WP 000472267.1
NTDB id 1071 ABD1 RS15375 WP 000472269.1
NTDB id 1042 HON27 RS01930 WP 000472273.1
consensus

logo

NTDB id 127641 IX88 RS00235 WP 000472267.1
NTDB id 1071 ABD1 RS15375 WP 000472269.1
NTDB id 1042 HON27 RS01930 WP 000472273.1
consensus

AELVOLELLY LL AL A L LR IRORSTLIR AR ) RN L

MFKFLNPQYLFQLLSPCLLCEIGISREKYJYLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTLLAEVL
MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTLLAEVL
MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTLLAEVL

LAEAVAIT 2 SKRUTER FLILAL LA VR n S LR AL LR

QQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQEKRRYRRYV]
QQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQEJRRYRRY|
QQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQEKRRYRRYV]

NS UL 31 (A

LIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY] 211
LIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY] 211

LIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY AN
N

K non conserved
B similar
> 50% conserved

170
170
170



