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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 127638 IX46 RS02725 WP 053940466.1 MASRGVNKVILIGHLGQDPEVRYMPNGNAVVNMTLATSENWKDKNTGENKEKTEWHRVVLFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**! !!*!!**!*!!*!*!! ****!!!!*!*!***!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQSR I
L
K
Q
S
TRKYWQGDKQSDNGFIQEDRTYSATYTDEVI IQVVNQGI

Y
N
A
G
D
G
N
I
T
V
E
L
MKQMLDGNSGRASNQESGQNGSDHGFMNGGIPAPAGHYDNQEGNQENGMNSYGW

Q
N
S
I
N
Q
A
L
V

K
P
T
A
K
Q
TNYNQE

G
G
S
A
W
Y
G
S
Q
D
Q
R
N
P
Q
Y
A
A
Q
N
P
Q
A
I
N
S
E
K
N
R
QPAPSNDFA

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQNN....NF 149
NTDB id 127638 IX46 RS02725 WP 053940466.1 EGSLQTRKWQDQNGFDRYTTEIIVN.IGGTMQMLGNRNSNSHNI.HENNN...ILKTK.............NIE...... 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGM...NVPAQ....QGSWGQPQQPAK...... 146
consensus !!****!!*!** ! *!****** * **!!**!* *** * * * * * ** * ** *
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 127638 IX46 RS02725 WP 053940466.1 TTEISKNLEKHKLKQEQMNSPDLDFDDEIPF 167
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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