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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGE.AVCNFSVATSETWND.RNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGE.AVCNFSVATSETWND.RNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 127500 IX83 RS06960 WP 038500706.1 ..MSSVNKVILVGNLGRDPEHRVFPNSDGGVTNFSIATSYRT.RGQDGNWNEETEWHNIVTFNRTAEVANQYLKKGSKVY 77
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGD.AVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVY 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGG.AVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ.........EAYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ.........EAYQRPAQQSRQPAPD 142
NTDB id 127500 IX83 RS06960 WP 038500706.1 VEGRIRTRKWQDKMGQDRYTTEVLA....EKLVLLGGDKAPQS.SNANTSGGWDNNPSNPTNNA..Y............. 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNN.... 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NVPAQ....QGSWGQPQQPAKQ.... 147
consensus *!!****!!*!** !**!******* * *!*** * * *** * * * * * ** * ** **

logo

F
H
L
A
Q
N
P
A
G
S
G
K
H
N
P
A
M
Q
Q
T
E
Q
R
A
S
P
Q
AAPAQPQRKYRPSQAGQPAPTVRP

Q

P
Y
A
E
N
V
A
E
N
P
A
N
P
M
P
V
D
M
S
E
N
D
M
F
I
E
DDDYIPF

NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 127500 IX83 RS06960 WP 038500706.1 LNAKN..........GTRPVNNVSDMEDDYPF 159
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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