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NTDB id 127332 WS105 RS00345 WP 038528694.1 ........MKKTMKTVVIALLAGLIGGGLSVGLGAYYGVFEPKTEKVVNSSDTKVADTAVKDDSKATQAFKSVSGAIVSV 72
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFI.PFLVIFLTFILGVISTLTFNWI..TGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQ.VFIVLLVGFIGGVAGTWGFSYF..STPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQ.LLVVIVISFFSGALGSFSINQL..TQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
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NTDB id 127332 WS105 RS00345 WP 038528694.1 INLQGSQNS..............DELLETASEGSGVIYKSSGRDAYVVTNNHVVDGSKKIQILMQDGTKEPAELVGTDVE 138
NTDB id 381 SMU RS09890 WP 002262650.1 INYQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTY 155
NTDB id 425 SGO RS10525 WP 012131081.1 ITYSESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTY 151
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYSANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 215 SPD RS10945 WP 000681597.1 ITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 181 SPR RS10425 WP 000681597.1 ITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 145 SP RS11450 WP 000681597.1 ITYSANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
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NTDB id 127332 WS105 RS00345 WP 038528694.1 TDLAVLKISNKAVKDVAKFANSDQLKPGETALAIGSPLGSEYATSVTEGIISAPKREIETQAPNGQRLGKTTVIQTDAAI 218
NTDB id 381 SMU RS09890 WP 002262650.1 SDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDAAI 234
NTDB id 425 SGO RS10525 WP 012131081.1 SDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDAAI 230
NTDB id 539 SM12261 RS09395 WP 000681587.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAI 229
NTDB id 256 KZH43 RS10270 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAI 229
NTDB id 215 SPD RS10945 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAI 229
NTDB id 181 SPR RS10425 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAI 229
NTDB id 145 SP RS11450 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAI 229
consensus *!**!**!****!**!!*!**!*****!!*!*!!!!!!!!*!!**!!*!!*!***!********!**** !**!!!!*!!

logo NPGNSGGAPLVINLIAKQGQVVIG INTSMSKLI SANSTTSNNSNQSGSGVTASVEGMLGFAIPSANTDVAVIKSNI INEAQLEEKDNGEKVI
V
TRPSALGVI SQLMAYVDNLSESNALIVNSSTVSGSD

NTDB id 127332 WS105 RS00345 WP 038528694.1 NPGNSGGALVNLAGQVVGINSMKLSTS...QSGTAVEGMGFAIPANTVVKIIEALEKDGKVTRPSLGVSLYDLSNISSVD 295
NTDB id 381 SMU RS09890 WP 002262650.1 NPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG 314
NTDB id 425 SGO RS10525 WP 012131081.1 NPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS 308
NTDB id 539 SM12261 RS09395 WP 000681587.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD 305
NTDB id 256 KZH43 RS10270 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 215 SPD RS10945 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 181 SPR RS10425 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 145 SP RS11450 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
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NTDB id 127332 WS105 RS00345 WP 038528694.1 QADVLKLPTKVKTGVVVIKTTRDGSAEKAGLKKFDVITKLNDISVSDANDLRNALYKFDVNEKITVTYYRDGKEQTVQLQ 375
NTDB id 381 SMU RS09890 WP 002262650.1 .RDTLKIPSDVTSGIVVLS.TQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQ 392
NTDB id 425 SGO RS10525 WP 012131081.1 .SDRLKLPDNVKNGVVVRS.TQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIK 386
NTDB id 539 SM12261 RS09395 WP 000681587.1 .IRRLNIPSNVTSGVVVRS.VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 256 KZH43 RS10270 WP 000681597.1 .IRRLNIPSNVTSGVIVRS.VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 215 SPD RS10945 WP 000681597.1 .IRRLNIPSNVTSGVIVRS.VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 181 SPR RS10425 WP 000681597.1 .IRRLNIPSNVTSGVIVRS.VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
NTDB id 145 SP RS11450 WP 000681597.1 .IRRLNIPSNVTSGVIVRS.VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
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