
logo ML
INRVVLVGRLTKRDPVDELRYTPSTNSGAAVAGTFTSMLAVNRTQFTNQASNGDEREADF INCVTIWRRKQSAENVFANFLTSKKGSQLAVAGVEDGRLQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 127329 WS105 RS00300 WP 009495698.1 MINRVVLVGRLTRDVELRYTTSGAAVGTFSLAVNRQFTNANGEREADFINCVIWRKSAENFANFTSKGSQVAVEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!!!!*!!**!!!!*!!!**!*!!!!!!!!!*!!**!!!*!!!**!!!***!*!!!!!!

logo NYENQQGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTGESQGRQRSAGDSGTAGNSYNTAEGPANGSGNGQGNNQYNFNGSGGNQQNSANGNASNQDQSNGPFTGAGSNPAQNQSTNQGGNANRPRVAFNNQGASNNSFSTNQSADN
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG..GYNEGNSGGGQYFGGGQ....NDNPFGGNQNNQ.RRNQGNSFND 153
NTDB id 127329 WS105 RS00300 WP 009495698.1 NYENQQGQRVYVTEVVVDNFSLLESRAESEQRRASTGNTAPAGNQNNNFGGQQNANAQQNPFGAPASNGGNVFNASSSSN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGAS........QNFNSNQSNGSQQSGFTSPQQTGNAPA.ANNTQA 151
consensus !!!!!!!!!!*!!!!*******!!** **** * * **!***! ****!******* ******

logo DPFAGNDGNGKQAEP IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
NTDB id 127329 WS105 RS00300 WP 009495698.1 DPF.GGGQEIDISDDDLPF 178
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
consensus !!!** !* !!!!!!!!!!
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