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NTDB id 127312 WS74 RS00370 WP 038536379.1 ........MKKTMKTVVIALLAGLIGGGLSVGLGAYYGVFEPKTEKVVNSSDTKVADTAVKDDSKATQAFKSVSGAIVSVINLQG 77
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFI.PFLVIFLTFILGVISTLTFNWI..TGNKSFSNNGK..TTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQK 80
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQ.VFIVLLVGFIGGVAGTWGFSYF..STPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYSE 81
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQ.LLVVIVISFFSGALGSFSINQL..TQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQ.LLVVIVISFFSGALGSFSITQL..TQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSA 80
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NTDB id 127312 WS74 RS00370 WP 038536379.1 SQNS..............DELLETASEGSGVIYKSSGRDAYVVTNNHVVDGSKKIQILMQDGTKEPAELVGTDVETDLAVLKISN 148
NTDB id 381 SMU RS09890 WP 002262650.1 TDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKISS 165
NTDB id 425 SGO RS10525 WP 012131081.1 SNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRIPA 161
NTDB id 539 SM12261 RS09395 WP 000681587.1 NRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 256 KZH43 RS10270 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 215 SPD RS10945 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 181 SPR RS10425 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
NTDB id 145 SP RS11450 WP 000681597.1 NRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKISS 160
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NTDB id 127312 WS74 RS00370 WP 038536379.1 KAVKDVAKFANSDQLQPGETALAIGSPLGSEYATSVTEGIISAPKREIETQAPNGQRLGKTTVIQTDAAINPGNSGGALVNLAGQ 233
NTDB id 381 SMU RS09890 WP 002262650.1 KYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDAAINPGNSGGALINIKGQ 249
NTDB id 425 SGO RS10525 WP 012131081.1 DKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDAAINPGNSGGPLVNIQGQ 245
NTDB id 539 SM12261 RS09395 WP 000681587.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 256 KZH43 RS10270 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 215 SPD RS10945 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 181 SPR RS10425 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
NTDB id 145 SP RS11450 WP 000681597.1 EKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQGQ 244
consensus **!**!!*!**!*****!!*!*!!!!!!!!*!!**!!*!!*!***!********!**** !**!!!!*!!!!!!!!!*!*!**!!

logo VVIG INTSMSKLI SANSTTSNNSNQSGSGVTASVEGMLGFAIPSANTDVAVIKSNI INEAQLEEKDNGEKVI
V
TRPSALGVI SQLMAYVDNLSESNALIVNSSTVSGSDQARSIDRTVRLKNLIPDTSDKNVKTNTSGI

V I
VVI

L
R
K
S
T

NTDB id 127312 WS74 RS00370 WP 038536379.1 VVGINSMKLSTS...QSGTAVEGMGFAIPANTVVKIIEALEKDGKVTRPSLGVSLYDLSNISSVDQADVLKLPTKVKTGVVVIKT 315
NTDB id 381 SMU RS09890 WP 002262650.1 VIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG.RDTLKIPSDVTSGIVVLS. 332
NTDB id 425 SGO RS10525 WP 012131081.1 VIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS.SDRLKLPDNVKNGVVVRS. 326
NTDB id 539 SM12261 RS09395 WP 000681587.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD.IRRLNIPSNVTSGVVVRS. 323
NTDB id 256 KZH43 RS10270 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRS. 323
NTDB id 215 SPD RS10945 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRS. 323
NTDB id 181 SPR RS10425 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRS. 323
NTDB id 145 SP RS11450 WP 000681597.1 VIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVRS. 323
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NTDB id 127312 WS74 RS00370 WP 038536379.1 TRDGSAEKAGLKKFDVITKLNDISVSDANDLRNALYKFDVNEKITVTYYRDGKEQTVQLQLQSN....... 379
NTDB id 381 SMU RS09890 WP 002262650.1 TQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 TQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 VQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
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