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NTDB id 1355 HI 0298 AAC21962.1 ERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPNQMQVEEQVK.. 105
NTDB id 1366 NTHI RS01950 WP 011271972.1 ERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQLKELLQQLTPHQMQVEEQVK.. 105
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NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDTE.. 158
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFNDE.. 158
consensus *** * ***** **!* !********** * * *! ************ ! ** *** * *

logo

DS
E
F
G
L
I
S
N
D
L
Q
D
E
G
ELEDAGINSVENSLALVKDGIPVDHPSGLDNAEFTAFTYDDVEQLSDEHI EIPDQSNDENEITADLQHEAETFDKPQSELVLQSGKTENQLQDNDEDEASP I

V
S
V
I
Q
K
R
I
F
L
Y
V
L
I
D
N
N
K
Q
V
L
I
F
L
E
I
K
L
F
S
D
C
A
I
V
L
A
K
Q
R
M
Q
K
S
N
GASDLIHI

L
FETPQRLYAKEEQRDNKEKMSQFLYI

Q
R
I
VRFYLRQVCIDGI

VLVIQRHI
Q
L
P
E
V
Q
T
Y
I

K
P
A
Q

N
L
S
T
Q

I
L
P
A
S
P
A
F
I
N
K
L
S

I
S
H
Q

F
L

NTDB id 1355 HI 0298 AAC21962.1 ...............FYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...............FYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 SSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFL 319
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NTDB id 1366 NTHI RS01950 WP 011271972.1 RSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDII 330
NTDB id 127149 ASU1 RS05155 WP 014991734.1 TALHQPQGLILVTGPTGSGKSITLYSALNYLNNSERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTFLRQDPDII 325
NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDII 325
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NTDB id 1018 ACIAD RS01685 WP 004920473.1 EALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDII 394
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