
logo

MA
M
E
T
A
D
E
K
G
N
R
K
KKM

SSKDIKL
M
N
P
N
T
A
K
N
T
K
F
N
V
K
T
L
D
E
D
I
E
E
K
S
V
I
K
A
T
S
A
P
Q
T
M
K
M
T
V
A
S
K
A
D
E
P
Y
I
F
M
A
K
M
N
P
S
D
G

K
S
E
A
D

Q
N
D
E
R
K
D
R
K
E
S
Q

Q
R
A
K
S
AI
L
E
Q
S
D
N
A

M
T
L
D
A
V
AI
M
L
E
G
S
A
K
R
S
K
N
L
Q
L
I
T
D
E
W
K
DAN
T
V
S
D
Q

Y
F
F
GKNGTASLVI LVMKRMLDGAQGDEEGHTASNKRTQDSRVETQAKNQRADVEAHLMTEQPRAQDNKSLIVHPDSEQLASTVLMVIAGPSLSTRGSTVLCTSGATLRDETVLIAVLGASVITGI

G
I
V
L
Y
R
P
D
M
R
K
R
G

NTDB id 127027 PLANO RS06550 WP 038703667.1 ................................MKRITWDQFF....M........AQSHLLALRSTCTRLAVGATIVRDR 36
NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KTNFDDITKKYGAERDKALADALALIEK.DFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPKG 73
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEK.DFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEK.DFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEK.DFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEK.DFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEK.DFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEK.DFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKG 72
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LKKNEEITKKFGDERRKALDDALKNIEK.DFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IKKTEEITKKFGDERKKALDDALKNIEK.DFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKG 72
NTDB id 115 BSU 16940 NP 389576.2 .....................MSDRQAALDMALKQIEK.QFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPRG 57
NTDB id 625 LCA RS02525 WP 011374196.1 ...................MAKDERQAALDAALKKIEK.NFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPRG 59
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATKEISAPTDAKERSKAIETAMSQIEK.AFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPRG 71
NTDB id 1245 Cj1673c YP 002345041.1 ....................MDDNKRKSLDAALKSLDK.TFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPKG 58
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..................MAIDEDKQKAISLAIKQIDK.VFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPKG 60
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................MAIDEDKQKAISLAIKQIDK.VFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPKG 60
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKT..ETTSPNDDKKKALAAVLEKLDK.TYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPKG 67
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV..VKQVEPEQKKQALEAALAQIEK.QFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPMG 75
NTDB id 1130 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEK.SFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1124 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEK.SFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1123 OK783 RS03845 WP 003688695.1 ....................MSDDKSKALAAALAQIEK.SFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRG 59
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........K..KAASMSAEKQKALAAALAQIEK.QFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPRG 67
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................MDENKQKALAAALGQIEK.QFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ....................MDENKQKALAAALGQIEK.QFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMG 58
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ....................MDDNKSKALQAALSQIEK.QFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................MDENKSKALQAALSQIEK.QFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKG 58
NTDB id 1205 PSJM300 05545 AFN77183.1 ....................MDENKKRALAAALGQIEK.QFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPKG 58
consensus ** *** ** *** *********** * ****!*****!*! ** ***



logo RVIMTIVAEGGVYINFYGSP I
ESGSGDKHTCTI

M
V
L
D
S
C
T
ALASQEHVLIA I

V
K
A
G
A
E
Q
M
V
C
A
Y

Q
Q
V
R
K
D
G
L
M
S
Q
V
A
N
E
D
N
G
S
K
G
H
Q
V
I
T
A
C
V
A
R
Y
F
TV
I
H
DAEMNHAMFLLDMQVPCDETKQHAVSYKADEGQTYKRAGNRAKVLSGI

VDKNGLTVIAPEDNDEML IYL IVLASHQFPPDCLQCTKS I IQSGIAR

NTDB id 127027 PLANO RS06550 WP 038703667.1 RIMAGGYNGSISGGDHCID....KGCYVVDGHCVRTIHAEMNALLQCSKYGVSVNGADMYVSHFPCLQCTKSIIQSGIAR 112
NTDB id 600 KW2 RS01765 WP 011675413.1 RIVE..IYGPESSGKTTVALHAVAAVQKEGGIAAF.IDAE.NALDPEYAKALGVNIDELLLSQPD............... 134
NTDB id 269 KZH43 RS08665 WP 001085462.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 228 SPD RS09265 WP 001085462.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 194 SPR RS08825 WP 001085462.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 159 SP RS09750 WP 001085462.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 499 SM12261 RS08315 WP 078228268.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 527 SMSK321 RS11065 WP 001085454.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 453 Spy49 1753c ACI62003.1 RIIE..IYGPESSGKTTVALHAVAQAQKEGGIAAF.IDAE.HALDPAYAAALGVNIDELLLAQPD............... 133
NTDB id 408 SMU RS09530 WP 002262392.1 RIVE..IYGPESSGKTTVALHAVAQAQKDGGIAAF.IDAE.HALDPAYAAALGVNIDELLLSQPD............... 133
NTDB id 115 BSU 16940 NP 389576.2 RIIE..VYGPESSGKTTVALHAIAEVQQQGGQAAF.IDAE.HALDPVYAQKLGVNIEELLLSQPD............... 118
NTDB id 625 LCA RS02525 WP 011374196.1 RIVE..IYGPESSGKTTVALHAVAEVQKQGGTAAY.IDAE.NAMDPKYATALGVNIDDLLLSQPD............... 120
NTDB id 1313 DR RS12030 WP 010888966.1 RITE..IYGPESGGKTTLALAIVAQAQKAGGTCAF.IDAE.HALDPVYARALGVNTDELLVSQPD............... 132
NTDB id 1245 Cj1673c YP 002345041.1 RIIE..IYGPESSGKTTLTLHIIAECQKAGGVCAF.IDAE.HALDVKYAKNLGVNTDDLYVSQPD............... 119
NTDB id 1214 NCTC11637 00359 SQJ03206.1 RIIE..IYGPESSGKTTLSLHIIAECQKNGGVCAF.IDAE.HALDVHYAKRLGVDTENLLVSQPD............... 121
NTDB id 1211 C694 RS00795 WP 000963128.1 RIIE..IYGPESSGKTTLSLHIIAECQKNGGVCAF.IDAE.HALDVHYAKRLGVDTENLLVSQPD............... 121
NTDB id 1334 RA0C RS04870 WP 004918236.1 RIVE..IYGPESSGKTTLTLHAIAEAQKVGGTAAF.IDAE.HAFDMHYAEKLGINLEELIVSQPD............... 128
NTDB id 1389 A4U84 RS07560 WP 021112712.1 RIVE..IYGPESSGKTTLTLSLIAQAQKGNKTCAF.IDAE.HALDPVYARNLGVNTDELLISQPD............... 136
NTDB id 1130 NGFG RS03960 WP 003688695.1 RIVE..IFGPESSGKTTLCLEAVAQCQKNGGVCAF.VDAE.HAFDPVYARKLGVKVEELYLSQPD............... 120
NTDB id 1124 NGFG RS03960 WP 003688695.1 RIVE..IFGPESSGKTTLCLEAVAQCQKNGGVCAF.VDAE.HAFDPVYARKLGVKVEELYLSQPD............... 120
NTDB id 1123 OK783 RS03845 WP 003688695.1 RIVE..IFGPESSGKTTLCLEAVAQCQKNGGVCAF.VDAE.HAFDPVYARKLGVKVEELYLSQPD............... 120
NTDB id 1427 RS RS02760 WP 011000510.1 RVVE..IYGPESSGKTTLTLQVVAEMQKLGGTCAF.IDAE.HALDVTYADKLGVKVPDLLISQPD............... 128
NTDB id 1165 A1552VC RS01565 WP 000344154.1 RIVE..IFGPESSGKTTLTLELIAAAQREGKTCAF.IDAE.HALDPVYAKKLGVNIDELLVSQPD............... 119
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RIVE..IFGPESSGKTTLTLELIAAAQREGKTCAF.IDAE.HALDPVYAKKLGVNIDELLVSQPD............... 119
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RIVE..IYGPESSGKTTMTLQAIAQCQKAGGTCAF.IDAE.HALDPQYARKLGVDIDNLLVSQPD............... 119
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIIE..IYGPESSGKTTMTLQAIAQCQKSGGTCAF.IDAE.HALDPQYARKLGVDIDNLLVSQPD............... 119
NTDB id 1205 PSJM300 05545 AFN77183.1 RIVE..IYGPESSGKTTLTLSVIAAAQRMGSTCAF.VDAE.HALDPDYAGKLGVNVDDLLVSQPD............... 119
consensus !*** **!**!*!**** * *** ** ** ** **!! *!*** ** **************



logo

LYYATDYKNHEYAI ELHY
F
N
S
T
E
G
Q
E
A

QGAVLQEVIMTLVCAQEGDLSVMATKMILFTAIVSTDRESNRGKSGAI
VDFIMVLLIVSIV I

V
E
D
K
S
S

VALAYL ITVPRKAE IDEGEDI
MGDAQSKSLHPMVGLHQARMLLMSHQAMLRKI

L
A
S
G
T
S
A
G
A
I
T
V
H
N
S

V
A
L
I
S
H
K
N
N
Q
R
K

NTDB id 127027 PLANO RS06550 WP 038703667.1 LYYATDYKNHEYAIELFEQAGVEVVQVMFDERKIDFLSVEKSALYI.................................. 158
NTDB id 600 KW2 RS01765 WP 011675413.1 ................YGEQGLQIAEKLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINK 198
NTDB id 269 KZH43 RS08665 WP 001085462.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 228 SPD RS09265 WP 001085462.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 194 SPR RS08825 WP 001085462.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 159 SP RS09750 WP 001085462.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 499 SM12261 RS08315 WP 078228268.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINK 197
NTDB id 453 Spy49 1753c ACI62003.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINK 197
NTDB id 408 SMU RS09530 WP 002262392.1 ................SGEQGLEIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINK 197
NTDB id 115 BSU 16940 NP 389576.2 ................TGEQALEIAEALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINK 182
NTDB id 625 LCA RS02525 WP 011374196.1 ................TGEQGLEIADALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINK 184
NTDB id 1313 DR RS12030 WP 010888966.1 ................NGEQALEIMELLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSK 196
NTDB id 1245 Cj1673c YP 002345041.1 ................FGEQALEIVETIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHK 183
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ................TGEQALEILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHK 185
NTDB id 1211 C694 RS00795 WP 000963128.1 ................TGEQALEILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHK 185
NTDB id 1334 RA0C RS04870 WP 004918236.1 ................NGEQALEIADSLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISK 192
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ................NGEQALEICDALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKN 200
NTDB id 1130 NGFG RS03960 WP 003688695.1 ................TGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKK 184
NTDB id 1124 NGFG RS03960 WP 003688695.1 ................TGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKK 184
NTDB id 1123 OK783 RS03845 WP 003688695.1 ................TGEQALEICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKK 184
NTDB id 1427 RS RS02760 WP 011000510.1 ................TGEQALEIADALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKR 192
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ................TGEQALEICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQ 183
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ................TGEQALEICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQ 183
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ................HGEQALEIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKR 183
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ................NGEQALEIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKR 183
NTDB id 1205 PSJM300 05545 AFN77183.1 ................TGEQALEITDMLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKN 183
consensus ******** * ** ****!*******!********************************* * *



logo

A
M
S
T
G
K
N
C
T
A
M
T
L
I
C
L
V
A
E
L
V
I
L
F
L
I
D
N
K

Q
V
L
IRDEMKGVIGAIMVMGYFGTSNPEVTTPTGGRNALKFYSATSVR I

L
E
DI
VRKGRCVASNITLEATGKVTASQDLI ETKENQGKGTNPSTLVIGKTEGDKVDEKQSNKGGKNDEQSDTEAMPQSHINVMLIVAGSKNI

K
T
R
E
V
A
TRKAVIKTVI

VKNKI
M
VAAPPFRKSTVQEVA

NTDB id 127027 PLANO RS06550 WP 038703667.1 .....ELLDKLREKGG................................................................ 169
NTDB id 600 KW2 RS01765 WP 011675413.1 TKTTAIFINQLREKVGVM.FGSPETTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVA 276
NTDB id 269 KZH43 RS08665 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 228 SPD RS09265 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 194 SPR RS08825 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 159 SP RS09750 WP 001085462.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 499 SM12261 RS08315 WP 078228268.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 527 SMSK321 RS11065 WP 001085454.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEA 275
NTDB id 453 Spy49 1753c ACI62003.1 TKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVA 275
NTDB id 408 SMU RS09530 WP 002262392.1 TKTIAIFINQLREKVGIM.FGNPETTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEA 275
NTDB id 115 BSU 16940 NP 389576.2 SKTIAIFINQIREKVGVM.FGNPETTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTA 256
NTDB id 625 LCA RS02525 WP 011374196.1 TKTIALFINQIREKVGVM.FGNPEVTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVA 258
NTDB id 1313 DR RS12030 WP 010888966.1 TGTAAIFINQVREKIGVM.YGNPETTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEV 271
NTDB id 1245 Cj1673c YP 002345041.1 MNTTVIFINQIRMKIGAMGYGTPETTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQA 258
NTDB id 1214 NCTC11637 00359 SQJ03206.1 MNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREA 260
NTDB id 1211 C694 RS00795 WP 000963128.1 MNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREA 260
NTDB id 1334 RA0C RS04870 WP 004918236.1 TKCTVIFINQLRDKIGVM.FGSPETTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSA 271
NTDB id 1389 A4U84 RS07560 WP 021112712.1 TNCLVVFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREV 274
NTDB id 1130 NGFG RS03960 WP 003688695.1 TNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQA 258
NTDB id 1124 NGFG RS03960 WP 003688695.1 TNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQA 258
NTDB id 1123 OK783 RS03845 WP 003688695.1 TNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQA 258
NTDB id 1427 RS RS02760 WP 011000510.1 TNCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREA 266
NTDB id 1165 A1552VC RS01565 WP 000344154.1 SNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEA 257
NTDB id 1142 GTF74 RS11550 WP 000344154.1 SNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEA 257
NTDB id 1022 ACIAD RS06390 WP 004925639.1 SNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREA 257
NTDB id 1074 ABD1 RS10195 WP 000344167.1 SNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEA 257
NTDB id 1205 PSJM300 05545 AFN77183.1 ANCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQA 257
consensus * ** ******! !*!** ** **** ** ************** * ** **************** *



logo

L
Q
N
F
I
V
E
L
T
V
F
A
Q
E
D
L
V
I
I
V
L
M
F
YG

A
Q
K
EG

L
T
F
V
I
D
Y
N
S
S
Q
W
R
K
M
N
V
L
E
T
N
S
G
D
E I
L
V
L
I
G
I
N
K
D
M
V
Y
L
I
G
A
A
E
T
S
V
A
Q
E
K
D
A
E
K
M
H
Q
N
L
N
K
G
D
F
L
V
M
IVIDENQKKASGSAFWLFYASYDEGQKNESDGSDNTAKERKLIGQSGAERSKANDEETKNCLSTVAVACIRKHQENRVAKLFWYFTILREAKRDERVDHNAEQNKPADQEMVLIGMESAFAGLRTEKQDDKMTEVLIQRTEDDENVQRLHAKAENRVQKLIVMQKRNSVAETHMALSQKHMINYFLAQRLGAINTSVLDGSKLPNTEIASGNPMEDDSTVAMHENGPDMNGSEINVE I

T
A
E
V
D
P
Q
E
A
S

A
L
Q
S
E
A
K
L
P
T
S
Q

NTDB id 127027 PLANO RS06550 WP 038703667.1 ..........................................SEEELAHYTERVNQLFGEIEV................. 190
NTDB id 600 KW2 RS01765 WP 011675413.1 LVDIMFGEGISSTGELLNIAVEEGIIKKSGAWFAYNDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAET 356
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQ 355
NTDB id 228 SPD RS09265 WP 001085462.1 VVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQ 355
NTDB id 194 SPR RS08825 WP 001085462.1 VVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQ 355
NTDB id 159 SP RS09750 WP 001085462.1 VVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLAEHPEIFDEIDKQVRSKFGLIDGEEVSEQ 355
NTDB id 499 SM12261 RS08315 WP 078228268.1 FVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLADNPEIFDEIDHQVRVQFGLIDGEEIAES 355
NTDB id 527 SMSK321 RS11065 WP 001085454.1 FVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYKDEKIGQGSENAKKYLADNPEVFAEIDHQVRVQFGLIDGEEAAES 355
NTDB id 453 Spy49 1753c ACI62003.1 EVEIMYGEGISRTGELVKIASDLDIIQKAGAWFSYNGEKIGQGSENAKRYLADHPQLFDEIDRKVRVKFGLLEESEEESA 355
NTDB id 408 SMU RS09530 WP 002262392.1 FVEIIYGEGISRTGELVKIASDLGIIQKAGAWYSYNGEKIGQGSENAKKFLADNPEIFDDIDHKVRVQYGLIEEDNTEEK 355
NTDB id 115 BSU 16940 NP 389576.2 EVDIMYGEGISKEGEIIDLGTELDIVQKSGSWYSYEEERLGQGRENAKQFLKENKDIMLMIQEQIREHYGLDNNGVVQQQ 336
NTDB id 625 LCA RS02525 WP 011374196.1 EVDIMYGQGISRTGELVDMAVEKDIINKSGSWYSYGSERIGQGRENAKNYLADHEDVEDEVRLKVRAAYGISDVPEEDLP 338
NTDB id 1313 DR RS12030 WP 010888966.1 ELALVYGKGFDQLSDLVGLAADMDIIKKAGSFYSYGDERIGQGKEKTIAYIAERPEMEQEIRDRVMAAIRAGNAGEAPAL 351
NTDB id 1245 Cj1673c YP 002345041.1 EFDVMFGEGLSREGELIDYGVKLDIVDKSGAWFSYKDKKLGQGRENSKAFLKENPEIADEITKAIQNSMGIEGMI..... 333
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSYQDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEI..... 335
NTDB id 1211 C694 RS00795 WP 000963128.1 EFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSYQDKKLGQGRENAKALLKEDKALADEITLKIKESIGSNEEI..... 335
NTDB id 1334 RA0C RS04870 WP 004918236.1 EFDIMYGEGVSKVGEILDVATDLDIIQKSGSWFSYQDTKLGQGRDTVKELIKDNPELAEELEAKIREKLQAK........ 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 QFDIMYGEGISRMNELLILAEANGFIKKSGAWFSYDGTKIGQGKNNAVKWLKENPEIADKLEQEIRNTLASNPNS..... 349
NTDB id 1130 NGFG RS03960 WP 003688695.1 EFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI..... 333
NTDB id 1124 NGFG RS03960 WP 003688695.1 EFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI..... 333
NTDB id 1123 OK783 RS03845 WP 003688695.1 EFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYNGAKIGQGKDNVRVWLKENPEISDEIDAKIRALNGVEMHI..... 333
NTDB id 1427 RS RS02760 WP 011000510.1 IFDILYGAGVSREGEIIDLGVEAKVVEKSGAWYSYNGERIGQGRDNCREFLRENAELAREIENKVREHLGVTPMG..... 341
NTDB id 1165 A1552VC RS01565 WP 000344154.1 NTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSYNGDKIGQGKANACKYLKENPEIAKTLDKKLREMLLNPENM..... 332
NTDB id 1142 GTF74 RS11550 WP 000344154.1 NTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSYNGDKIGQGKANACKYLKENPEIAKTLDKKLREMLLNPENM..... 332
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IFQILYGKGVNQLGELVDLAVQQNIVQKAGAWYSYQGNKIGQGKNNVIRYLEENPQISTEIEAVIREQLLTKASD..... 332
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IFQILYGKGTNQLGELVDLAVQQDIVQKAGAWYSYQGNKIGQGKNNVIRYFEENNQIAEEIERNIREQLLTTGTN..... 332
NTDB id 1205 PSJM300 05545 AFN77183.1 EFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWYAYKGSKIGQGKANAAKYLEENPEIGQEIEQQIRAKLLVTSAN..... 332
consensus ********** **** ** *** * ****** ********** ** * *** **** ** **



logo

E
G
S
V
A
M
D
Q
T

G
K
S
V
A
L
P
E
T

K
T
I
L
S
V
A
G
E

D
E
K
L
Q
P
N
A
T

P
S
A
T
D
E
Q
K

H
I
V
T
A
D
E
K

A
P
Q
S
E
D
D
I
K
L
S
T
E
E
S
V
P
T
A
D

K
N
A
L
E
G

F
I
A
D
E
E
K
L

V
A
P
A
R
D
K
E
A
D
S
T
M
P
Q
V
K

S
V
D
E
I
T
V
D
F
L
E
E
G
K
L
S
A

E
A
F
V
A
L
S
E
P
V
D
S
T
N
E
D
K
S
E
D
N
F
E
I
L
V
A
E
V
T
PLEDLEDGNDGTE I

LELI EDI EE
NTDB id 127027 PLANO RS06550 WP 038703667.1 ....................................... 190
NTDB id 600 KW2 RS01765 WP 011675413.1 EEETTASKTKAKAKKEEKAVETEEIELELED........ 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 DTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 DTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 DTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 DTENKKDE....PKKEEA..VNEEVPLDLGDELEIEIEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 ....KKDE....AAQVDS..VNEEVTLDLGDELEIEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ....KKDE....VAQVDS..VNEEVTLDLGDELEIEIEE 384
NTDB id 453 Spy49 1753c ACI62003.1 MAVASE.......E.......TDDLALDLDNGIEIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 QSSKEK.......ETDEK..ADKNLVLELDDTIELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 AEETQEEL.EFE.E......................... 348
NTDB id 625 LCA RS02525 WP 011374196.1 TTEDE.QI.NILPDDST.....EE............... 355
NTDB id 1313 DR RS12030 WP 010888966.1 APAPAAPEAAE..A......................... 363
NTDB id 1245 Cj1673c YP 002345041.1 SGSEDD..EGE..E......................... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 MPLPDE..PLE..EME....................... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 MPLPDE..PLE..EME....................... 347
NTDB id 1334 RA0C RS04870 WP 004918236.1 ....................................... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VLKATASDSND..ESDVEEFSEEEL.............. 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 TEGTQDETDGE..R......PEE................ 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 TEGTQDETDGE..R......PEE................ 348
NTDB id 1123 OK783 RS03845 WP 003688695.1 TEGTQDETDGE..R......PEE................ 348
NTDB id 1427 RS RS02760 WP 011000510.1 AVTLA.EEVEE..D......................... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 QLIAETSSAAD..DVEFGAVPEEF............... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 QLIAETSSAAD..DVEFGAVPEEF............... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 QTAA.HDETEE..EPDLL..ES................. 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GAVQ.I.EDEE..EPDLL..LES................ 349
NTDB id 1205 PSJM300 05545 AFN77183.1 TKATPVAEDLA..DADI...................... 347
consensus

X non conserved

X similar

X ≥ 50% conserved


