
logo MNHYI
VRATIGSML I LVYSMLATAFFLF IDKVFTVNI I FYFQGMFYTQI FLGIPVF ILFLNL IV I

V I FLLC I IVGSVLAYKINQQNDWI
LKQT

NTDB id 126939 SPS5912 RS04085 WP 014613481.1 MNHYVRAIGSMLILVYSMLTAFFFIDKVFTNIIFFQGMFYTQILGIPVFIFLNLVVIFLCIIVGSVLAYKINQQNDWLKQ 80
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKT 80
consensus !!!!*! !!!!!!!!!!!! !! !!!!!! !!!*!!!!!!!!! !!!!!*!!!!**! !!!!!!!!!!!!!!!!!!!*!

logo QI EVRASFMEGETVGINDQNQI
LE I

LYNSETI
L
D
ELYHQATLVPLNQELHKLMRI

LKTQNLTNENTYNI
LNDLVKVKKI I EDERQRLARELHDSVS

NTDB id 126939 SPS5912 RS04085 WP 014613481.1 QIVRAFEGETVGINDQQLELYNETIELYQALVPLNQELHKMRIKTQNLTNETYNLNDLKVKKIIEDERQRLARELHDSVS 160
NTDB id 5 SA RS09760 WP 001017131.1 QIERSMEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVS 160
consensus !! ! !!!!!!!!!!**!*! !!**!!* !!!!!!!!!!*!*!!!!!!!! !!*!!*!!!!!!!!!!!!!!!!!!!!!!

logo QQLFAASMMLSAIKETDKLAEPPLDQQIP I
TLEKMVQDSQLEMRALLLHLRP I

LGLKDKSLGEGIKDSLVI
TDLQKRKVP I

MKVVHQE I
NTDB id 126939 SPS5912 RS04085 WP 014613481.1 QQLFAASMMLSAIKETDLAPPLDQQIPTLEKMVQDSQLEMRALLLHLRPIGLKDKSLGEGIKSLVTDLQRKVPIKVVQEI 240
NTDB id 5 SA RS09760 WP 001017131.1 QQLFAASMMLSAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEI 240
consensus !!!!!!!!!!!!!!!! ! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!!*!!!*!!!*!!

logo

D
Q
D
EFEKVPKGI EDHLFR ITQEAI SNTLRHASENGTKQVTVELFLNKRDNDYLLLR IQDDNGI

KGFNVDEKLEQSYGLKNMRERAI
LE IGAT

NTDB id 126939 SPS5912 RS04085 WP 014613481.1 DEFEVPKGIEDHLFRITQEAISNTLRHAEGTQVTVELLNRNDYLLLRIQDDGIGFNVDEKLEQSYGLKNMRERAIEIGAT 320
NTDB id 5 SA RS09760 WP 001017131.1 QDFKVPKGIEDHLFRITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGAT 320
consensus *! !!!!!!!!!!!!!!!!!!!!!!! !! !!!!! !* !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!*!!!!!

logo FHIVSLPDASGTR I EVKAPLENKEDEQSHYDDN
NTDB id 126939 SPS5912 RS04085 WP 014613481.1 FHIVSLPDAGTRIEVKAPLEKEEQHDN 347
NTDB id 5 SA RS09760 WP 001017131.1 FHIVSLPDSGTRIEVKAPLNKEDSYDD 347
consensus !!!!!!!! !!!!!!!!!! !!* *!

X non conserved

X similar

X ≥ 50% conserved


