
logo ML ITKCSEGIVLRTNTDYGETNKIVTLLTREHGKIGVMARGAKKPSNSRLSAI
VSQPFLYGSTFL IMQKSSTSTGLGTLQQGEMI

M
E
LSMRGTIREDL

NTDB id 126883 ID12 RS16220 WP 007501304.1 MLIKSEGIVLRTTDYGETNKIVTLLTREHGKIGVMARGAKKSNSRLSAISQPFLYGTFLIQSSTGLGTLQQGEMMESMRTIREDL 85
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRGIREDL 85
consensus !! !*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!*!!*! **!!!!!!!!!!* !!! !!!!!

logo FLTAYAAYMVATELLVDKRGTEEKKPNPYLFEFL ILLEQSLKRHQLNEGTDAPDI
V I LTF IVEQMVKMLGSVMGLKYPELDNHQCVHCGKQSKQDEGQTFHFS IVRDNG

NTDB id 126883 ID12 RS16220 WP 007501304.1 FLTAYAAYMTELLDKGTEEKKPNPYLFELLLQSLRHLNEGTDADIILFIVEVKMLSVMGLKPELDQCVHCGQKEGQFHFSIRDNG 170
NTDB id 118 BSU 25280 NP 390406.2 FLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDGTFHFSVRDNG 170
consensus !!!!!!!!* !!*!*!!!!!!!!!!!!! *! !!**!!!!!!*!*! !!! *!!! !!!! !!! *!!!! *! !!!!*!!!!

logo F ICHRQRCFESKDPYKR I
LP I

L
K
SPAQATARLLRLFHYYFDLSRLGNQVDSLVKEPEQTKAQE I

L
K
RQVI

LDHLYYEEYSGLYLKSKKRFLMDNQMESMKHKLMDGEGENKNKS
NTDB id 126883 ID12 RS16220 WP 007501304.1 FICRQCFSKDPYKLPLSPAAARLLRLFHYFDLSRLGQVDVKPQTKQEIRQVLDHYYEEYSGLYLKSKKFMNQMESMKKLMDGENK 255
NTDB id 118 BSU 25280 NP 390406.2 FICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFLDQMESMKHLMGENKS 255
consensus !!!* !! !!!!**!* ! !!!!!!!*!!!!!!!!*! *!* !! !**!!*!*!!!!!!!!!!!!!*!* !!!!!!*!!

logo

S
NTDB id 126883 ID12 RS16220 WP 007501304.1 S 256
NTDB id 118 BSU 25280 NP 390406.2 . 255
consensus *

X non conserved

X similar

X ≥ 50% conserved


