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NTDB id 126869 ID12 RS11465 WP 008356877.1 EAA YTVNRHAKTAPNPK LYLLKKRALQKL QN SQQQSDVLIBIGDYYFH 85
NTDB id 88 BSU 14020 NP 389285.1 MDDEIA TKD [WPTPEN KA YTVNRHAKTAPNPK LYLLKKRALQKL IMEGKG K GLHFSINP SQQQSDVLIFIGDYYFH 85
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NTDB id 126869 ID12 RS11465 WP 008356877.1 |AMBQHMINERNINe QSYRNPKA MSLW AK LQQWYVG KEKPIWN B Qi llY KPVFK LGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 PPTKEDFEBILPHLGINLNQSYRNPKA MSLpy AKIlsl LQIRYVG KEKP|RY )y YBIKPVFK LGESYF 154
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