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NTDB id 126830 HW43 RS23855 WP 000678443.1 MKGRLLDAVPLSSLTGVGAALSNKLAKINLHTVQDL....LLHLPLRYEDRTHLYPIGELLPGVYATVEGEVLNCNISFG 76
NTDB id 1323 RA0C RS07335 WP 004916218.1 ....MLVKVYGSAIHGVSAQ....TITIEVNVDQGV.GYHLVGLPDN............AIKESSHRISAALKNVGYKLP 59
NTDB id 1271 LPP RS03220 WP 011213198.1 ...MSLAFTKTRSTIGIVAQ....PVSVEVHLSNGLPSFTMVGLAET............AVKESKDRVRSAIINSQFEFP 61
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ...MSLAFTKTRSTIGIVAQ....PVSVEVHLSNGLPSFTMVGLAET............AVKESKDRVRSAIINSQFEFP 61
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NTDB id 1153 A1552VC RS00115 WP 000521788.1 ...MGLAIIHSRASIGVQAP....PVTVEVHISNGMPGFTLVGLPET............TVKESRDRVRSAIINSRFEFP 61
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ...MGLAIIHSRASVGVQAP....SVSVEVHISNGMPGFTLVGLPET............TVKESKDRVRSAIVNSNFQFP 61
NTDB id 1349 HI 1117 AAC22771.1 ...MSLAIVYSRASMGVQAP....LVTIEVHLSNGKPGFTLVGLPEK............TVKEAQDRVRSALMNAQFKYP 61
NTDB id 1460 ASU2 RS09990 WP 015674260.1 ...MSLAIVYSRASIGVEAP....LVTIEVHLSNGKPGLTIVGLPET............TVKEAGDRVRSALMNANFMYP 61
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ...MSLAIIYSRASIGVEAP....LVTIEVHISGGSPGLTLVGLPEK............SVKEAQDRVRSALMNANFDYP 61
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NTDB id 1248 GCO85 RS03150 WP 011213198.1 .GGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANC 360
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