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MKGRLLDAVPLSSLTGVGAALSNKLAKINLHTVQDLLLHLPLRYEDRTHLYP IGELLPGVYATVEGEVLNCNI SFGGRRMMTCQI
NTDB id 126487 DR76 RS04365 WP 000678402.1 MKGRLLDAVPLSSLTGVGAALSNKLAKINLHTVQDLLLHLPLRYEDRTHLYPIGELLPGVYATVEGEVLNCNISFGGRRMMTCQI 85
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..................................................................................... 0
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ..................................................................................... 0
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ..................................................................................... 0
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NTDB id 126487 DR76 RS04365 WP 000678402.1 SDGSGILTMRFFNFNAAMKNSLATGRRVLAYGEAKRGKYGAEMIHPEYRVQGDLSTPELQETLTPVYPTTEGVKQATLRKLTDQA 170
NTDB id 1014 ACIAD RS13855 WP 004924483.1 .....MSIRHFFTF....................................................................... 9
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ........MQYSMR....................................................................... 6
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ........MQYSMR....................................................................... 6
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LDLLDTCAI EELLPPELSQGMMTLPEALRTLHRPPPTLQLSDLETGQHPAQRRL I LEELLAHNLSMLALRAGAQRFHWAKQPLSAND
NTDB id 126487 DR76 RS04365 WP 000678402.1 LDLLDTCAIEELLPPELSQGMMTLPEALRTLHRPPPTLQLSDLETGQHPAQRRLILEELLAHNLSMLALRAGAQRFHAQPLSAND 255
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ...........................................................................FWA....... 12
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...........................................................................FWK....... 9
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ...........................................................................FWK....... 9
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NTDB id 126487 DR76 RS04365 WP 000678402.1 ALKNKLLAALPFKPTGAQARVVAEIERDMALDVPMMRLVQGDVGSGKTLVAALAALRAIAHGKQVALMAPTELLAEQHANNFRNW 340
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ...............................................TLLT...LF............SMQIVFAQGFDQQYDAW 35
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...............................................NKYF...LLIMLCLG.....VISPSVCAQSFDQNFQEW 39
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ...............................................NKYF...VLIMLCLG.....VISPSVCAQSFDQNFQEW 39
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NTDB id 126487 DR76 RS04365 WP 000678402.1 FAPLGIEVGWLAGKQK...GKARLAQ..QEAIASGQVQMIVGTHAIFQEQVQFNGLALVIIDEQHRFGVHQRLALWEKGQQQGFH 420
NTDB id 1014 ACIAD RS13855 WP 004924483.1 KTQQKAHDTRLNSSASHHSLSKPT....QQSGTGVKVNI..............NSATAKELQQLHGVGEKKALAIVEYRQQYG.. 100
NTDB id 1041 H0N27 RS14740 WP 005124713.1 KAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHL..............NQANVNEFQQLKGVGEKKAQAIVEYRQKNG.. 108
NTDB id 1069 ABD1 RS03060 WP 043960841.1 KVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIHL..............NQANVNEFQQLKGIGEKKAQAIVEYRQKNG.. 108
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PHQL IMTATP IPRTLAMTAYADLDTSVIDELPPGRTPVTTVAIPDTRRTDI IDRVRHAC ITEGRQAYWVCTL I EESELLEAQAAE
NTDB id 126487 DR76 RS04365 WP 000678402.1 PHQLIMTATPIPRTLAMTAYADLDTSVIDELPPGRTPVTTVAIPDTRRTDIIDRVRHACITEGRQAYWVCTLIEESELLEAQAAE 505
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..................................................................................... 100
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ..................................................................................... 108
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ..................................................................................... 108
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ATWEELKLALPELNVGLVHGRMKPADKQAVMASFKQGELHLLVATTVI EVGVDVPNASLMI I ENPERLGLAQLHQLRGRVGRGAV
NTDB id 126487 DR76 RS04365 WP 000678402.1 ATWEELKLALPELNVGLVHGRMKPADKQAVMASFKQGELHLLVATTVIEVGVDVPNASLMIIENPERLGLAQLHQLRGRVGRGAV 590
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ..................................................................................... 100
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ..................................................................................... 108
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ..................................................................................... 108
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NTDB id 126487 DR76 RS04365 WP 000678402.1 ASHCVLLYKTPLSKTAQIRLQVLRDSNDGFVIAQKDLEIRGPGELLGTRQTGNAEFKVADLLRDQAMIPEVQRLARHIHERYPQQ 675
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ............................KFASVDDLQKVKGIGPKFIEKNR....................DRLAI......... 128
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ............................SFKNIDEIKNVKGIGPAIFEKNK....................SRLAL......... 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ............................SFKNIDEIKNVKGIGPAIFEKNK....................SRLAL......... 136
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AKAL I ERWMPETERYSNA
NTDB id 126487 DR76 RS04365 WP 000678402.1 AKALIERWMPETERYSNA 693
NTDB id 1014 ACIAD RS13855 WP 004924483.1 .................. 128
NTDB id 1041 H0N27 RS14740 WP 005124713.1 .................. 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 .................. 136
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