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TAT|IPEALEST. TENAZST. KLGGPVAN QWS QA I} GLI I Lj8 MLSINLGINLIYPIPPLDGGKIVIENIIEAIR{KEL
TAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPL

TAILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPL
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|
SQEKESY T 6 V6F LV\.FVAV.H LIV N
NMQEIMESIIT WGVEAIM VLIZ AVTWNDI|®RAFUA 428
NQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFP 420
NQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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