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NTDB id 126453 NCD02118 RS11630 WP 012898623.1
NTDB id 587 KW2 RS10850 WP 042211510.1
NTDB id 395 FSA28 RS09400 WP 257638827.1
NTDB id 386 SMU RS09030 WP 255262721.1 MQ QISSQLF E GMD 19QALISSIGREFEIQI IMYPFFIRKELSL IEYGEVKSKLGNELEIYAERTWERIEFE
NTDB id 430 SGO RS09415 WP 012130941.1 MQEQIISHILFME GQDL QELNNG[NEF SpI4T KELSLIIEYGEVKSKLGSELEIYAMKTWERFF[ERVN
NTDB id 271 KZH43 RS09260 WP 074196785.1 MQEQGSQLFKEVGQDLAQWLISNGREFSQTI KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVN
NTDB id 230 SPD RS09890 WP 074196785.1 MQEQGSQLFKEVGQDLAQWLISNGREFSQTI KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVN
NTDB id 196 SPR RS09425 WP 074196785.1 MQEQGSQLFKEVGQDLAQELISNGREFSQTI KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVN
NTDB id 161 SP RS10375 WP 074196785.1 MQEQGSQLFKEVGQDLAQWLISNGREFSQTI KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVN
NTDB id 529 SMSK321 RS09235 WP 080550783.1 MQEQGSQLFKE GQDLAQNL@NGREFSQTI KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVN
NTDB id 501 SM12261 RS00950 WP 004238896.1 MQEQGSQLFKE GQD ALFAL@MNGEEFSQTI KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVN
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NTDB id 126453 NCD02118 RS11630 WP 012898623.1 RILNERSEOIRANNAVISBERHRGVINRLIZTNSIWIGSGI 357
NTDB id 587 KW2 RS10850 WP 042211510.1 RIMM L QPL FIFVAL IVLLYAAMLIRPERYRIN M[eFfens 341
NTDB id 395 FSA28 RS09400 WP 257638827.1 Wy IIVQPL F FVA IV YAAMLMPHYQNMEVN)S 343
NTDB id 386 SMU RS09030 WP 255262721.1 Wy BVQPL F FVA IV YAAMLMPHYQNMEVN)S 343
NTDB id 430 SGO RS09415 WP 012130941.1 344
NTDB id 271 KZH43 RS09260 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 230 SPD RS09890 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 196 SPR RS09425 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 161 SP RS10375 WP 074196785.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 529 SMSK321 RS09235 WP 080550783.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
NTDB id 501 SM12261 RS00950 WP 004238896.1 RTMNLVQPLVFIFVALIIVLLYAAMLMPMYQNMEVNF 338
consensus * ok k PEEsbsl D lexl I *

non conserved
B similar
> 50% conserved

320
304
306
306
307
301
301
301
301
301
301



