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NTDB id 155 SP RS04850 WP 000495909.1 QQYFLKNMEAV E g
NTDB id 265 KZH43 RS04315 WP 000495911.1 QQYFLKNMENV E g
NTDB id 224 SPD RS04655 WP 000495911.1 QQYFLKNMpSAV E iy
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