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NTDB id 126424 NCD02118 RS03375 WP 003129593.1 |W:NRMNBIIPEEASAAESRAUICIINY SIS IASSGKGKRFMLPNAEYIHQPMGGTGGTQQTDMAIAELLKTR Q
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NTDB id 445 SPYM3 RS01720 WP 002985850.1 LAIVDTMNFIKEADVQTIVMGMAASMGT IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTR):I!
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