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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV...WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 MRTGMLALALGLLCLRVLPVLPSVGIIVLMALVGLCCLA...........WRVRP....CGLFLLGLCWACLSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP...........FRWRP....LAFFLFGLVWACLNAQWALDD 65
consensus !!********!** !* *! !**** ** *!**!! *! *!**! ** ** !* !*** !!**!**

logo

V
RLPAVPDAW

L
E
DGKRDTFILRWALTEGQRVVATVEGLPADEHRVNRTEGRDASVTVRFLEFLDERADIAEIHQSSDARGHRDAAGQVLPPQSR I

M
V

Q
RLASWFYDGLRSWHERQREAEAATDRRAGI

GPDEQI
L
V

N
Q
R

P
SG

NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 RLAPALDGRTLWLEGRVVGLPAHNGRSVRFELDAAQS.RRAQLPQRMQLSWFD....................GPQVNSG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 ERWRLAVTLKRPHGLLNPHGPDREAALLARRIGATGNVKVGERLTP..............AEGAWRDGLRQRLSGVDAQ. 189
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH. 191
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 GREAELVALVLGDGAGLARDSWQTLQATGTVHLLVISGQHIGLLAGLVYGLIA.......GLARLGLWP..QALPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 GRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 CGAAFAAALGYGLLAGFQVPVQRACVMLAVVLLWRLRYRHLGVGLPLLLALNAVLLWEPLASLLPGFWLSFAAVAVLLFT 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 FSGR..............LGAWSPWRAWGRAQWLIALGLLPVLIALGLPVSLSAPLANLFAVPWISLAVLPLALPGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 PVPFVGQGLLWLAGGLLDVLFSLLGQLAQWQPPWTPESLSWPLWALLWLGTVLLLLPRGLP...MRVLGWPLLLLAAFAP 483
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
consensus **!*** *!*!****** *** !***** *** !** *** **!*!* *!***!!*!*!** *!**! *!!*****!*

logo

A
D
R

E
P
S

A
R
V
P
E
P
H
P
QGEQRAFVREMVVWAQVLFDI

VGQGALSAFTVVLLVERTARDGQHARTMLLFYDTAGPARLQYGEDFHLADAILAGDER I
V
I
V
F
L
VPYSLRGKQHLGLVEQRAI

LDTLLML
M
V

V
LSHEADASDHAGGTAELTA

NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 RERVPHGQVEVWQLDVGQGLAFVLRTRQHTMLYDAGPALGEH.DLGERIVLPSLRKLGVQALDLMLLSHADADHAGGALA 562
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 IKRGLQVHQVRGGETA.......RLAPALQAQPCVSGERWQWDGVNFSVWQW......QGGRDSNQDSCVLLVEAGGERL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 LLTGDLDAAGERAWLGDWQ..ATRLDWLQAPHHGSRTSSSQALLAATAPRGVLISRGRYNAFGHPHAEVMERYRINGIEA 707
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIET..RGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 126350 PSAKL28 RS07540 WP 038608552.1 FDSAVHGALRLRLGTFGEPLGL....RSQRRFWRDPS................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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