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NTDB id 125700 ID09 RS05755 WP 024381361.1 MPKRFKKLMYTDKFSFFIRYFAVFTLIFGLMTAIIFQLMRSTMYQNSDNTLKRIKKEPALAVGFAIARTYEPNSVFILQDSPTGE 85
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNN.PITEAE.....NGD 79
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE.....NAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE.....NAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE.....NAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLE.....NAR 80
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NTDB id 125700 ID09 RS05755 WP 024381361.1 ETTSSSSDSMPVPKNQKNTRAGDQLRLGANTHVLLYSKSG.EMINPDTFTGLADLSLDKEKLGEIKETTVESSFGMSEDYRYITI 169
NTDB id 363 SMU RS05195 WP 002262215.1 .......ASF.........KVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTV 148
NTDB id 259 KZH43 RS03480 WP 000491790.1 ......ADAS.........KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
NTDB id 218 SPD RS03780 WP 000491790.1 ......ADAS.........KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
NTDB id 184 SPR RS03565 WP 000491790.1 ......ADAS.........KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
NTDB id 148 SP RS03910 WP 000491790.1 ......ADAS.........KVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
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NTDB id 125700 ID09 RS05755 WP 024381361.1 GLATDELGYYSSYDIKYATILVNVSQIKSSIESYEATVAIVMVSAWLISILASIYLSNLSMRPILISYQKQKDFVENASHELRTP 254
NTDB id 363 SMU RS05195 WP 002262215.1 KVNN.D....FYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTP 228
NTDB id 259 KZH43 RS03480 WP 000491790.1 ETNISS....VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
NTDB id 218 SPD RS03780 WP 000491790.1 ETNISS....VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
NTDB id 184 SPR RS03565 WP 000491790.1 ETNISS....VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
NTDB id 148 SP RS03910 WP 000491790.1 ETNISS....VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
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NTDB id 125700 ID09 RS05755 WP 024381361.1 LAVLQNRLESLFRHPETTILESSESIGSSLEEVRNMRLLTTNLLNLARRDDGLKVDMIDVQPNYFDEIFANYLMIAEENGKTLTV 339
NTDB id 363 SMU RS05195 WP 002262215.1 LAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHI 313
NTDB id 259 KZH43 RS03480 WP 000491790.1 LAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 218 SPD RS03780 WP 000491790.1 LAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 184 SPR RS03565 WP 000491790.1 LAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 148 SP RS03910 WP 000491790.1 LAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
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NTDB id 125700 ID09 RS05755 WP 024381361.1 NNLIHQPIRTDKVLIKQLLTILFDNAMKYTDEDGTIQIAANIKDKLVCFTVIDNGLGISDTDKKKIFDRFYRVDKARTRQKGGFG 424
NTDB id 363 SMU RS05195 WP 002262215.1 INKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFG 398
NTDB id 259 KZH43 RS03480 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
NTDB id 218 SPD RS03780 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
NTDB id 184 SPR RS03565 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
NTDB id 148 SP RS03910 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
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NTDB id 125700 ID09 RS05755 WP 024381361.1 LGLSLAQQIIKNLDGEISVRDNQPKGTIFEVRLPK........ 459
NTDB id 363 SMU RS05195 WP 002262215.1 LGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
NTDB id 259 KZH43 RS03480 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
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