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NTDB id 125622 DR62 RS07110 WP 009902786.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVATAIAQNPLLENDDDWIASPLRVAADGSVIAQTPASSSPEPMSGASNG 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
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NTDB id 125622 DR62 RS07110 WP 009902786.1 TTATNERTERDETAGVDEYDSYSADGGDASQWNLDDFGRSPAASDDDDLPPMQIHETSTSLRDHLMAQLRVTQASPRDRALVTFL 170
NTDB id 1425 RS RS02020 WP 011000369.1 ANGADH.ADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQS.DEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVIFL 168
consensus * ** * ! ! ! ! * ! ! !!!!*! ! *!*!! *!!!**! ** !**!! !! * !!!!**!! !!
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NTDB id 125622 DR62 RS07110 WP 009902786.1 IESLDDDGYLSASLDEVLADLPAELEVDVDELNAALALVHSFDPAGVGARSASECLKLQLLRLDPSPTRTLALDIVSQHLELLAA 255
NTDB id 1425 RS RS02020 WP 011000369.1 IESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKPLALTIVNQHLELLAA 252
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NTDB id 125622 DR62 RS07110 WP 009902786.1 RDFTRLRKQLKATDDELRDAHALIRSLEPFPGAAYGKAEADYVVPDIIVKKAGQSWQAELNPEVVPKLRINHLYANILRNSRGDP 340
NTDB id 1425 RS RS02020 WP 011000369.1 RDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGES 337
consensus !!*!!!*! ! ! !!* !! !!!!! !!!!*!*!*!!!!*!!!!**!*! * ! ! !!!*!*!*!!!!**!!*!!! !!!**

logo

G
SAAGNSLKQQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFATHGE IAMRPLVLRE IADTLGLHESTI

VSRVTTGNKYMALTPFMGTFLEFL
NTDB id 125622 DR62 RS07110 WP 009902786.1 SAGSLKQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYMLTPFGTLEF 425
NTDB id 1425 RS RS02020 WP 011000369.1 GAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFEL 422
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NTDB id 125622 DR62 RS07110 WP 009902786.1 KYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKSPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVNLRKSL 502
NTDB id 1425 RS RS02020 WP 011000369.1 KYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
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