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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 125516 HZ99 RS08980 WP 115284338.1 MRTGMFALALGLLALRLLPVLPPVGWLLVLPMVVLMLLP............FRTYPLAFFLLGLAWACFSAQRALDDRLAPALDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP............FRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 125516 HZ99 RS08980 WP 115284338.1 QTRWLEGRVSELVQQGDGVVRFQLSD.SQSRRDRLPRRIRVTWQG....................GPQVRSGERWRLAVTLKRPS 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 125516 HZ99 RS08980 WP 115284338.1 GRLNFHGFDQEAWLLAQRVGAIGSVKDGQRLAPA..............RHAWRDGIRQRLLAVDA.QGREPGLAALVLGDGSGLA 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEA.HGRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 125516 HZ99 RS08980 WP 115284338.1 AGDWRILQDTGTVHLLVISGQHIGLLSGLIYGLVAAMA.......RYGC..WPRRLPWLPWACGLAFAAALAYGLLAGFAVPVQR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGI..WPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 125516 HZ99 RS08980 WP 115284338.1 ACVMVGLVLLWRLRFRHLGVWWPLLLALNAVLLLEPLASLQPGFWLSFAAVAVLVLTFGGR..............LGPWRAWQAW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRGR..............LGVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 125516 HZ99 RS08980 WP 115284338.1 TRAQWLIAIGLFPLLLILGLPISLTAPLANLFAVPWISLLVLPLALAGTLLLAVPWLGSGLLWLAGGALDGLFKALAILAGRVPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 125516 HZ99 RS08980 WP 115284338.1 WMPAEVPVGYWLLSLLGTLLLLMPKGVP...FRLLGWPMLLLAVFPPRESIPLGQVAVEQLDVGQGLSIVLRTRNHALLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 125516 HZ99 RS08980 WP 115284338.1 QGDF.DLGERVVLPALRKLGVSQLDLMLLSHADADHAGGAVAVALGLPVKRIVGGEIQGL.......PAFLDTRACVSGEQWEWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 125516 HZ99 RS08980 WP 115284338.1 GVMFRLWQWA......DARNGNAKSCVLQVQANGERLLLTGDIDREAERALLT..TPLAVATDWLQAPHHGSRSSSSWPFVQQLA 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 125516 HZ99 RS08980 WP 115284338.1 PKAVLISRGRGNSFGHPHPQVLARYQHLRSAIYDSAEQGAVRLRLGA..FQAPVTARSQRRFWRAPVIDSYQR....PVPAT. 751
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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