
logo MFKRI FMKRYLNSAKAKE I
WGMQMVL ILASLTAVFTICVGLAQVW

Y
F
MDLKLTPDEYMSDNITTLLVEQTKPGSTDTAMKSDIMWDIAPGGSKMLLMF

I SFLGSFVAFCMAI
V
I
L
T
VGFYI

LAASRTVAAS
NTDB id 125453 GS08 RS09840 WP 013141460.1 MFRIMKYLSKAEIGQMLIALVTIVGQVYFDLKLPDYMSDITTLVETPGSDMKDIWIAGGKMLLISLGSVACAIITGYIAARVAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
consensus !!*! ! ! ! ! *!* !* !* !!! !*!!! !!!!* !*!* !! *! !!!* ! !! *!** !**! ! !!!

logo FTQTRLRSDLEI FNRKRVEMDSFYGSEPAE I
M
K
SKFS ITAPSL ILTRSTTNDLVTQLVQI

M
F
MITVMGLMQLVI

V
T
V
K
R
G
SP IMAVWALVCTKIAWGEKGSDFEWTGLATVGI

VAVAL IVLVFL IV
NTDB id 125453 GS08 RS09840 WP 013141460.1 FTQRLRSLEFRKVESFGPAEMSKFSTASLITRSTNDVTQVQMFITMGLQLIVKSPIMAVWAVCKIAGEGFEWTLATGIAVAVLLV 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus !! !!!! ! *! * *!!* !!! *!!*!!*!!!*!!*!* ! !!*!** * !!!!!!!**!! ! !!! ! !*!! ** *

logo

M
S
I
L
S
TVLMMAFMVAVFMPKRFQKRAQMVQASLTDANI

LNLSTVATRENSLTGLVRVVRAYNAEDYQDATKFKTKRAENKDNLTEKLTNQLFLTVNYRLVMASFLMMNPLVMNTTVVLSNSGLMTLA
NTDB id 125453 GS08 RS09840 WP 013141460.1 SITVMMAMVMPKFKAMQALTDNINLVARENLTGLRVVRAYNAEDYQDAKFTKANKDLTETQLFTNRVMAFMMPLMNTVLNGLMLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus **!*! * !* * *! !!! *! !! !!!*!!!!!!!!!!!!! !! * !! !! *! !*! ! !*! ! !! !!

logo

I
VYW IGAYL ILDNADAIKIPMTSVTAAKGA

G
I
L
A
KDKR I

L
S
TVFSDNMVVFSNSYASMVQVI

V
M
V
G
SFLML

MMS
V
A
M
I
VF IV I

L
L
WPRADLVSAKQRIMNEVLADLTENPS ISVHKFNGKETKY

NTDB id 125453 GS08 RS09840 WP 013141460.1 VYWIGAYLIDAA............GLKDKLTVFSNMVVFSNYSVQVIMSFLLMSMVFVLWPRADVSAQRIMEVLDTEPIVKNGTK 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
consensus *!!!!!!!* ************** !***!!! !!!!! ! *!!** !**! *!** !!! !!! !! !!! * !*

logo

S
T
AADK

VADKNTAGQRKRGETVEFHRDNVSFRTYPSDKNSRSERAMVI
LEGHI

V
N
SFSTAEKAQGEQTVAF IGSTGSGKSSTL IVNL IVPRFYDATSTEQGQWI

V
K
L
I
VDGI

V
D
KVQRDYDSHLDK

NTDB id 125453 GS08 RS09840 WP 013141460.1 TAADVAKTGQRGTVEFRNVSFTYPDSREAMLEGINFTAEQGQTVAFIGSTGSGKSSLINLVPRFYDTSQGQVLVDGVDVRDYDLK 413
NTDB id 369 SMU RS04255 WP 002263293.1 S...KADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHD 422
consensus **** ! * *! !!!* !!! !* !**!** !*! ! !!!!!!!!!!!!!*!*!!*!!!!! * ! * *!!* ! !! *

logo

A
DLNRDNKI

VGYI
VPQQRASVLFKSGTI

V
A
RSNI

V
A
S
F
YGDQQSDPGQADPALDEDVAEMADTSTPAGRKREAAL IAAGEAAEGADIPAEQLNK

R
I
V
K
W
A
EAALDELVAQAKSENF

NTDB id 125453 GS08 RS09840 WP 013141460.1 ALRDKIGYVPQQSVLFKGTVASNVSYGDQPGDPAEVEMADTSTPAGRKREAALIAAGEAAEGADIPAEQLNRVKAAADVAQASEF 498
NTDB id 369 SMU RS04255 WP 002263293.1 DLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDA..................................KIWEALELAQAKNF 473
consensus ! !*!!*!! !!! !!* !!* *! * ! * ************************************ ! **!!! !

logo VAEERKMDEGKGLYDSATAE I
VAQGGSTNFVSGGQKQRLAS IARALVAYRHKPE I L I FDDSFSALDFYKTDREI LVRDNADLAKREKATKDEMSTKL IVAQR IGSTIMDNADHR

NTDB id 125453 GS08 RS09840 WP 013141460.1 VARMDGGYSAAIAQGGSNVSGGQKQRLSIARAVYRHPEILIFDDSFSALDFKTDREVRDALAREAKDSTKLIVAQRIGTIMNADR 583
NTDB id 369 SMU RS04255 WP 002263293.1 VEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADH 558
consensus ! * ! *!!!!*! !!!!!!!! !!!!* !*!!!!!!!!!!!!!!*!!!! *! !!* !* !!!!!!!!! !!! !!*



logo I LVVLDDQGKVVGQGTHKELLADNCNDI
VYQREQIAEYSQLSKQESELETANGK

NTDB id 125453 GS08 RS09840 WP 013141460.1 IVVLDDGKVVGQGTHKELLDNCDVYRQIAESQLSQSELTA.. 623
NTDB id 369 SMU RS04255 WP 002263293.1 ILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !*!!! !!!!!!!!!!!!! !*!*! !! !!!! !! **

X non conserved

X similar

X ≥ 50% conserved


