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NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFALG 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEFKQTREANFAVVR. 74
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNR 76
NTDB id 125434 HY57 RS07680 WP 019464694.1 .MSDFDFTSFLKLMVHKKASDLFITAGVAPSMKVQGRIVPITQSPLSAQQSRDMVLNVMTPSQREEFEKTHECQFAISAQ 79
NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR 76
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NTDB id 1307 DR RS10055 WP 010888596.1 .DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHI 156
NTDB id 125434 HY57 RS07680 WP 019464694.1 .GVGRFRVSCFYQRNCVGMVLRRIESKIPTIEELSLPPVIKQLAMTKRGIIIFVGGTGTGKSTSLASMIGYRNANSTGHI 158
NTDB id 1203 PSJM300 01605 AFN76401.1 .GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHI 155
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NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPE 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQ 233
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQ 236
NTDB id 125434 HY57 RS07680 WP 019464694.1 ITIEDPIEYVHKHEGCIITQRELGIDTDSWDNALKNTLRQAPDVIMIGEVRTRETMEHAINFSETGHLCLCTLHANNANQ 238
NTDB id 1203 PSJM300 01605 AFN76401.1 ISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQ 235
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NTDB id 1307 DR RS10055 WP 010888596.1 SIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMV 319
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQ 313
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQ 316
NTDB id 125434 HY57 RS07680 WP 019464694.1 AMDRILHFFPEDRRSQLFMDLSLNLKGVVAQQLIPTPDGKARRVAVEVLLGTPLVQDYIRQGEIHKLKEVMKESTNLGMK 318
NTDB id 1203 PSJM300 01605 AFN76401.1 ALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQ 315
consensus ***!!***** ** !****!**!!*****!!!*** *!**!****!*!***!** **!! !*** ** *! ** **!!*

logo TMFDAQSYALAFVYDEGNQLFVYDHRVADHQRDHQGHKLE ITSEYADQEKDGALEHKLRRSHAI
D
D
S
A
P
S
K
N
N
D
E
F
V
L
A
R
R
L
L
Q
R
M
A
L
I
N
K
D
T
L
G
K
S
A
E
Q
R
S
A
E
G
A
D
T
G
L
N
D
A
K
Y
G
E
H
P
G
ASMTPAAPPVPAYNSASSSSTGRGGDFGHL

R
S
T

D
G
L
A
N
S
T

A
Q
R
S

A
E
G
P
R
S
V

A
M
S
L
D
S
T
Q

E
N
P
G

NTDB id 1307 DR RS10055 WP 010888596.1 TMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP 399
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG............................SG...SLQN 362
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKP............................LDNRERMSE 368
NTDB id 125434 HY57 RS07680 WP 019464694.1 TFDQSLVELYHAGEISYEDALRHADSSNEVRLRIKLAQGGDAH............................TLSQ.GLDG 369
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NTDB id 1307 DR RS10055 WP 010888596.1 AAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 VKIDME............. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MERKMTFDGQRRNLK.... 383
NTDB id 125434 HY57 RS07680 WP 019464694.1 VELEETKDSQNFSNGLLRR 388
NTDB id 1203 PSJM300 01605 AFN76401.1 LTLEMSDDDPGRSFR.... 381
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