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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 125431 HY57 RS06740 WP 019464623.1 ..MSQQTVLVIDDERDIRELLTITLGRMDLLVDAVGTVTEARRALAERHYDLCFTDMRLPDGTGHEVVELIAAEHPDTPVAMITA 83
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE..HDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTG 168
NTDB id 125431 HY57 RS06740 WP 019464623.1 YGNVDAAVSALKAGAFDFVSKPVDIQMLRRLVRTALRLAEEKRSGHAAAKPDGNERLIGESPVMQQVRGTIGKLARNQAPVYIAG 168
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA.....EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISG 163
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLL 253
NTDB id 125431 HY57 RS06740 WP 019464623.1 ESGVGKELVARLIHEQGPRATGPFVPVNCGAIPSELMESEFFGHRKGSFTGAVGDKEGLFQAAHGGTLFLDEVAELPLHMQVKLL 253
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLL 248
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK 338
NTDB id 125431 HY57 RS06740 WP 019464623.1 RAIQEKAVRPIGAREEVPVDVRILSATHKNLAALVEQGQFRQDLFYRINVIELRVPPLRERRGDVPLLANFVLRQLATKSGGTPG 338
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAA 333
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR..ANISNPFASAAQSIQTTVAAPQAVKKLPSEGLER 421
NTDB id 125431 HY57 RS06740 WP 019464623.1 HLLPAAQQALESYDFPGNVRELENILERAMAMCDGDQIDVSDLMLPQRAPRAHAEAAAATPATASMPAAEPAQPASATANGGLDD 423
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP..................GASQEGAASLSEIDNLED 400
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 125431 HY57 RS06740 WP 019464623.1 YISNLERTAIIKALEESRYNKTAAAKKLGITFRALRYKLKKLGID....... 468
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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