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NTDB id 1128 NGFG RS01490 WP 020997305.1 TANRHLLFDTGTVA.....AAQTGIVPSLNAAGVRRLDKLVLSHHDSDHDGGFQAVG.KIPNGGIYAGQPEFY..........EG 579
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NTDB id 1128 NGFG RS01490 WP 020997305.1 ARHCA.EQRWQWDGVDFEFLRPS....ERKNIDDNGKSCVLRVVAGGAALLVTGDLDTKGEESLVGKY.GGNLYSQVLVLGHHGS 658
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NTDB id 1128 NGFG RS01490 WP 020997305.1 NTSSSGVFLNAVSPEYAVASSGYANAYKHPTEAVQNRVRAHGIKLLRTDLSGALQFGLGRGGVKAQ...RLRVYKFYWQKKPFE. 739
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