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PALAAGLLALLRFLAPEQLPSFVGWLLAGLMAAPAVGLLLLFPFGRLWRYPWLAGFLFLFLGFLAVWACGLNSAQVWALDDGRLAPAVDELDGRTFLWLEGQRVTVDGL

NTDB id 125222 HV98 RS33065 WP 237113580.1 MRLGLPALAAGLLALRFLAELPSVGWLLGMAAAGLLLLFGRLYWLGLFLLGFAWACGSAQVALDGRLAAELDGRTLWLEGRVVDL 85
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEGQVTGL 85
consensus !! !**!!!!!!! !!!!* !!! !!!!**!* !!!!!* ! *!* !! ! !!! !! !!! !!* *!!!!! !!!! ! !
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NTDB id 125222 HV98 RS33065 WP 237113580.1 PASGEGVTRFRLEEVSAARGVLLPERLRLSWRGAPPLMGGERWRLAVTLKRPRGLVNAAGFDYEAWLLAQRVGAVGTVKAGQRLQ 170
NTDB id 1199 PSJM300 12650 AFN78592.1 PDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIA 169
consensus ! ! !! !!*** *!* !! !*!! ! !*!** !!!!!!! !!!! !*!!* *!!!!!!!!! !*!! !!*!!! !*

logo

E
PAASGSLSDGAWRDARLWRQRLLATVDEAHQGRAGAGAI

LAALVLVGDGSGLSATADEWRMVFLQDTGTVHLMVI SGQSHI
V
G
S
L
MLAGLMLYAGLVVALALLAHRLWGCIWPQR

NTDB id 125222 HV98 RS33065 WP 237113580.1 PASGLDAWRDAWRQRLLAVDAQGRGAALAALVLGDGSGLSAAEWRMFQDTGTVHLMVISGSHISLLAGMLYGLVAALHRLGCWPR 255
NTDB id 1199 PSJM300 12650 AFN78592.1 EAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQ 254
consensus *! !!!! !!!!! !*!*!!**!*!!!!*!!!!!!! !*!!* !!!!!!!!!!!!! !* *!!!*!!**! !*! !*!!

logo RLPWLPCWACAGLAGFLALGALWGSYGLWLMAGFEVPVRRACLMVAS ILAVLLVWRLRFRHLGLVLWALPLLGIATLVGLVLLMVDEPLASLQAPGFWLSFLVAVALL
NTDB id 125222 HV98 RS33065 WP 237113580.1 RLPWLPCACALGLLGAWSYGLMAGFEVPVRRACLMVSLALVWRLRFRHLGLLAPLLGTLVLVLLVEPLASLQAGFWLSFLAVALL 340
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALL 339
consensus !!!!!!*!!*!* !! !! *!!!!!!!!!!!!!! * !*!!!!!!!!!* !!! !! !!*!*!!!!!!*!!!!!!*!!!!!
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NTDB id 125222 HV98 RS33065 WP 237113580.1 LWLFAGRLGRWRWWAAWGRAQWGMALGLAMPLLALGLPLSLSGALANLLAVPWIELLVVPRPWRGACCCGCP......GWARGCF 419
NTDB id 1199 PSJM300 12650 AFN78592.1 IWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGL 424
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NTDB id 125222 HV98 RS33065 WP 237113580.1 APLAFRW...........TCCFVRLACWQAWP...........................RPGSHPPQRPGA.............. 452
NTDB id 1199 PSJM300 12650 AFN78592.1 LAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLV 509
consensus ** ! *********** ** **! *! **************************** ! !*!*! ** **************
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RTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLPAALDARSCRTG
NTDB id 125222 HV98 RS33065 WP 237113580.1 ..................................................................................... 452
NTDB id 1199 PSJM300 12650 AFN78592.1 RTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLPAALDARSCRTG 594
consensus *************************************************************************************
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QRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAAD
NTDB id 125222 HV98 RS33065 WP 237113580.1 ..................................................................................... 452
NTDB id 1199 PSJM300 12650 AFN78592.1 QRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAAD 679
consensus *************************************************************************************
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GAL I SRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARRMRDEPRFWREK
NTDB id 125222 HV98 RS33065 WP 237113580.1 .............................................................. 452
NTDB id 1199 PSJM300 12650 AFN78592.1 GALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARRMRDEPRFWREK 741
consensus **************************************************************
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