
logo

MTM
P
I
Q
M
D
K
M
N
T

D
M
N
I
N
Q
T
D
F

H
I
N
Q
D
A
T
L
Q
T
Y
F
A
P
R
T
V
A
K

C
W
LLKRTAI

L
L
M
N
S
C

C
F
Q
R

L
M
T
V
K
P
G
Q
R
K
A
I
LGALMPSGTNKQRLVKNRGTMVIDGSLNHNQRKI

L
I
Q
L
A
D
K
S
E
K
N
P
T

D
I
S
V
R

D
W
L
T

F
L
P
A
D
G
L
N
S

F
K
L
N
Q
Y
E

E
I
N
W
F
L

C
E
Q
R
V
W
L

M
N
R
S
K
Q

A
T
F
Y
Q
S
T
D
K
P
R

D
P
T
K
S

E
I
K
L
M
T
V

A
Q
S
F
W
L
K
L
Q
S
T
R
A
D
L
S
Q

C
L
P
V
M
VLQAD

T
G
Q
V
W
L
E
G
K
N
T
V

P
R
S
E
A
A
D
E
I
Q
R
K

G
N
V
Q
K
I
L
S
K
A
I
R
V
P
Q

F
L
P
S
A
R

A
I
L
N
W
T
L
F
A
I
M
N
S
T
K

N
E
P
Q

A
H
Q
T
V
E
D
H
A
I
Y

E
K
Q
N
L
Q
F
Y
D
S
V
P
D
K
A
E
K
L
Q
W
F

A
P
V
L
I
K
D
E
R

NTDB id 114 BSU 16110 NP 389493.1 .....MDQAAVCLTICR..........INQLLSPSLLLKWWKADPSMSLTSPVLQTVTRDQIKAAALKNEIEQFYPKLPR 65
NTDB id 407 SMU RS04605 WP 002262865.1 ...MDNFQLFKL......KKAGLTNLNILNIID.....YEERTQKSLSLRDM...AVVSKNKKPLIFMEHYKNLDSKALR 63
NTDB id 599 KW2 RS05940 WP 021037268.1 ..MITNFDLFRW......KKAGMTNLGVNKLLK.....FFRKYDRKISLRQM...GQVAQVKSIPNFIEQYKNQDVKKLR 64
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGA..QRIGRLLSEVDFGEFCQYD.KTALKQM...GWNERQI.QRWFNPEHK.....WID 63
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGG..VGIDKILSNITLNELLNYD.DVAFRQM...GWGAIQI.RRWFKPEAK.....FIE 64
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGP..RTVLKLQK.RWPDLNLMF....QLSSV...DLEEAGL.PSWLAQTIKNFDPDFIK 64
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGS..KTISHLLATRLPAQLQSFT.PKQWLAC...GLKPEQL.VFLTTQAAK.....QAE 65
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGG..VKMNKLLSKDTPSNIVQYS.TEQLQLL...GLTAKQL.QAW.SQVDK.....EVD 67
consensus * * * *** * *** * * * ** ** * *

logo

K
P
T
V
A
Q

E
L
A
C
D

A
L
A
N
T
V
Q

Y
W
A
L
S
V
R

A
E
Q
S
K
Q
S
A
A
E
F
Y
S

D
K
Q
S
E
N

H
K
Q
R
G
N

I
N
Q
R
F
H

N
P
Q
S
Y
H
L
T
S
I
F
I
V
L
N
P
S
T
P
W
Y
L
I
A
D
H
S
F
L

C
S
D
A
D
E
K
P
D
E
F
Q
Y
LYPAELPRFERWLLRKNSEQTINSVAYATDNSAFSPPAFVP I

V
L
I
L
Y
F
I
A
Y
V
E
R
Q
KGI

D
E
N
A
I
M
V
W
L
D
E
S
T

C
S
A
L
V
L
A
H
K
P
T
S
D
K
L
N
R
Q

GR
P
A
S
K
Q

M
V
I
L
G
A
F
V
M
IVGTSRDLYNCPYAGTSAHTQVMSTDYGI

K
L
N
R
V
E

A
E
H
K
Y
Q

A
H
I
N
S
V
W

T
V
A
G
N
Q
K
R
A
Q
T
K
H
L
I
F
I
T
V
S
A
A
K
Q
R
S
T
D
E
I
L
A
C
N
V
S
L
K
R
Q

A
K
S
H
D
S
Q
G
V
W
F
L
A
I
S
T
V

NTDB id 114 BSU 16110 NP 389493.1 VLAAYR..EQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWV 143
NTDB id 407 SMU RS04605 WP 002262865.1 KE......FNRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQDLSK.QFV 135
NTDB id 599 KW2 RS05940 WP 021037268.1 AD......YKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTELNQ.SFT 136
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QALQWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSL.PQIAIVGSRDYSHYGEHWAGHFSAELVKHQLA 141
NTDB id 1361 HI 0985 AAC22646.1 PALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQ.RQMAMVGSRYCTTYGEYWAKHFATELSLAGFT 142
NTDB id 1250 GCO85 RS13065 WP 027219989.1 TDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHGVS 143
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QCLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHD.PAVAIVGSRNASVDGRQIARQFATELAQSGLV 144
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQ.PQIAMVGSRNASVDGLQHTRTFASDLVQHDLI 146
consensus * * **** !! *!* * *! *** *! * * * ***!!*!*** ! * * **

logo

V
I
I
V
TSGLAI

K
R
S
LGIDATGFMYAHCSAHADQLRSAGCVSAAVILELQNKEGISTANKQGTGAIPRKQTVIGAVI

L
A
G
G
T
SGFILAQEDCHIVQFHIVYPLSAKRKQERNHKLQRQGRKI

L
S
Q
A
A
Q
D
E
H
R
Y
Q

L
M
V
I
T
V
I
A
A
K
E
N
T
H
Q
S
Y
N
Q
H
G
I
L
A
V
LLVSEHYFAEFLRSPALPDEGHKNQSAEQSTAQKPPKQRLIKAADGWEYNHFPLMERRNR I IASGLS

NTDB id 114 BSU 16110 NP 389493.1 IVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAK.HHILLSEHPPETKPQKWHFPMRNRIISGLS 222
NTDB id 407 SMU RS04605 WP 002262865.1 IISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAK.NHLLLSEYEAQSQPLKYHFPERNRIIAGLS 214
NTDB id 599 KW2 RS05940 WP 021037268.1 IVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAK.YQLVLSEYSLGEKPLKYHFPERNRIIAGLS 215
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLS 221
NTDB id 1361 HI 0985 AAC22646.1 ITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLS 222
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLS 222
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VTSGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLS 223
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLS 225
consensus * !!!!*!!!* ! * * * !**!***!** *!! * **** * ** **!!* * !** *!! !!!!!*!!!

logo

E
Q
R
V
L
C
G
I
T
V
I
M
V
LVAIVQEGATAKLVIENRKSGSL ITCAYERMQRYAAMLEEQNGRDE I

V
L
FVAI

L
VPANGNSLVIAHLNFQADNAKGPALNQSTYASDGRSEQGGPSC I

N
H
R
Y
H
K
QLLIRKQNEQGALMCKACL IVW

Y
E
Q
T

Q
N
S
G
T
A
V
A
F
K
E
Q

E
Q
D
V
I
F
H
L
D
Q
N
E
A
T
E
F
Y
I
L
A
L
N
P
Q
Y
K

E
F
I
N
Q
S
W
Y

A
E
H
L
N
Q
R

H
N
R
S
L

D
H
Q
T
V

S
Q
W
I
V
Y
S
HI
SQPTES ILDFD

NTDB id 114 BSU 16110 NP 389493.1 EGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQY......... 293
NTDB id 407 SMU RS04605 WP 002262865.1 QGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.............. 280
NTDB id 599 KW2 RS05940 WP 021037268.1 RGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN............. 282
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.FD 300
NTDB id 1361 HI 0985 AAC22646.1 VGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDFD 300
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQ.......... 292
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWS......... 294
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWS......... 296
consensus ****!*** *!!!!!!** !*!**!*****!*** * !* !***!! ** ******



logo

Q
T
I
K
A
P
I
L
V

N
P
S

E
K
N
Q

S
Y
Q
A
F
L
T
V

T
V
P
K
P
S
Y

N
P
Q
S
T

A
D
K
E
D
T
P
F
I
K
R
LFASKLAANPRVI

Q
S
L
D
G
P
S

D
K
V
E
L
E
A
T
E
A
P
L
C
S
P
H
Q
F
E
Q
P
E
K
N
QLFVYLEKSAFQRNVI SGFILNYTETAP I

V
T
T
P
S
V
IDQDI IL IADEKSAERFSTDGQNLMYIAGSPMVDEQDEQTVAILVTLMI

S
V
M
E
G
QLALDNELELKQSLDGALVHI

V
K
I
V
Q
S
A
E
V
N
R
S
PGLGYKVI IRCTVKEGYREG

NTDB id 114 BSU 16110 NP 389493.1 ..........TEPF.................................................................. 297
NTDB id 407 SMU RS04605 WP 002262865.1 ................................................................................ 280
NTDB id 599 KW2 RS05940 WP 021037268.1 ................................................................................ 282
NTDB id 1388 A4U84 RS04945 WP 062924099.1 TKP..KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT... 375
NTDB id 1361 HI 0985 AAC22646.1 QIAVPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .......FTSNKPIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYE 360
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...LSEQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGRG 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ...INQSL....DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG 369
consensus * * ** * * * *** * * *

logo

R

NTDB id 114 BSU 16110 NP 389493.1 . 297
NTDB id 407 SMU RS04605 WP 002262865.1 . 280
NTDB id 599 KW2 RS05940 WP 021037268.1 . 282
NTDB id 1388 A4U84 RS04945 WP 062924099.1 . 375
NTDB id 1361 HI 0985 AAC22646.1 . 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 R 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 . 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 . 369
consensus

X non conserved

X similar

X ≥ 50% conserved


