logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

RTINS A TR R LWL LSRR RUU

MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTDLKFTP
MVRLRTLVRATAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTDLKFTP
I

ROV RTESPVE YLIRLVAL L ALACVLD LY Gt G T e G R

VVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRIPQAPAPVRTTAP

VVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRE\PQAPAPVRTTAP
PULLL L ey et

L AVRTOTL ERTRIN G AR AR IRUL SR TEG LS AL SN

|
AGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSPREALSQVQAQNQSWR
AGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSPREALSQVQAQNQSWR]
| N T T T T O T T T O T T T O O I I |

AR 8 SRRSO R DRSS e

GSRNPAAG AGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLAVTKESLDSTRRENEELQSRM
GSRNPAAG AGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLAVTKESLDSTRRENEELQSRM

LGSLRLCHL CADRLALCL A6 0 AL DR AR AL TR A

QDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGTPAJNAAPTPAPAGEAPAAPAQ PVAP

QDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGTPAAAPTPAPAGEAPAAPAQIZPVAP
PELLL L e ettt

AR AR VRE R STLELAVL LA AL OAEEERRE RN

PPAPAAE PPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVLLMILSRRNAQKEKEEAQAFAADINGEEQEDA
PPAPAAE PPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVLLMILSRRNAQKEKEEAQAFAADWGEEQEDA

U A0 L £ GRAR TR AN AY e OE WTLAAL K D

LDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRFNQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDRE
LDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRFNQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDRE
PELLL et

85

170
170

255
255

340
340

425
425

510
510

595
595



logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

logo

NTDB id 124954 HWO5 RS07620 WP 049239610.1
NTDB id 1196 PAKAF RS09365 WP 016253171.1
consensus

L T T T i i

VALY AL AL RO RS DL L

GGDDVQADLKSDSGALDDLTLDSDLDLAASTAYDKPVDDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLN

GGDDVQADLKSDSGALDDLTLDSDLDLAASTAINDKPVDDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLN
PELLLL L e rrrrrrrrrrrrrrrrrrrnd

A T AL IR LR T A AT A D R e

DEVPAAAPADNEFTLDTEAAEEPALSLPDDFDLSLADEPINEPAAPINKMEDSFAAQLDEVSAQLDELASNLDEPKSABMPSFSAEDA
EPAAP|D

DEVPAAAPADNEFTLDTEAAEEPALSLPDDFDLSLADEPN KIMEDSFAAQLDEVSAQLDELASNLDEPKSARNPSFSAEDA
PULLL e e e rrrrrrrrr reerrred

K| non conserved
B similar
>507% conserved

680
680

765
765

850
850



