logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

124768 UF01 RS11290 WP 038670869.1

1307

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

124768 UFO01 RS11290 WP 038670869.1

1307

consensus

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

DR RS10055 WP 010888596.1

i

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

DR RS10055 WP 010888596.1 I:K

*

Dl aFs s Dl oot

RIPMIRVEIG
SPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

FSVKEWASDLHLSAG
I SDLH SAG
I§ SDLH SAG
[GASDLHLSAG
€ASDLHLS G
IMASDLHLSAG
[EASDLHLSAG
[€ASDLHLSAG
[GASDLHLSAG

EFSVKHNASDLHLSAG
E

1 AR AR 5T L e

RS

ARFRVNAFNQERGIN AVFRTIPSHE L

ARFRVNAFNQERGH AVFRTIPSI L

ARFRVNAFNQWRGIGAVFRTIPSVLT
ARFRVNAFNQRRGMGAVFRTIPSIQVLT
ARFRVNJFNQRIRGINGAVFRTIPS®VLT
ARFRVNAFNQWRGIGAVFRTIPSIVLT
ARFRVNAFNQRRGIGAVFRTIPSIAVLT
ARFRVNAFNQWNRGIGAVFRTIPSIVLT
RFRVNAFRQIIGH HVERE HRVET

ARFRVNAFNIQIAGWYG VIIRIMIP VAT
NEEEEEE *k kk Dk Dokkkk kokok

AR aLesslslvol IDs(Restefi FoDF e

RRAYRES] afts =

AQGEAL SVARNIT A[EH ABZBARQ ABRKETREANS VVRD

IMNDAQRE
IMNDHQRE]

IMND QR

IMND

IMND

IMND

IMND

IMND

IMND

IMND Q
TVKDTEERFESHTKPENQLYRKBHG

QW i EEe]

* ok * *

il

X;O

IMTARERGLVLVTGPTGSGKSTTLAAM
DI I[OMEYRGLVLVTGPTGSGKSTTLAAM
DII[OMEYRG VLVTGPTGSGKSTTLAAM
DII{6AEYRG VLVTGPTGSGKSTTLAAM
DII[M4EYRG VLVTGPTGSGKSTTLAAM

E LGHPP I 0N AMJMEARGLVLVTGPTGSGKSTTLAAM
GLP[ANR'AWI T ANFNYRGLVLVTGPTGSGKSTTLA M
kokokkok ok

* % I U oox 11

1563
155
156
155
155
155
155
155
155
155
155
155
155
155
155
153
159



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
124768 UF01 RS11290 WP 038670869.1
1307 DR RS10055 WP 010888596.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
124768 UFO01 RS11290 WP 038670869.1
1307 DR RS10055 WP 010888596.1

consensus

Wil

EDPIEFVH®IK C
EDPIEF H[AE{ANC
EDPIEF H|##X¢C TJNQRE V(D T)y)
EDPIEFVHMSKKNLINQRE H[ABITIH
EDPIEFVHMSKKBLINQRE H[ABITIH

EDPIEFVHSIWKCLINQREVH
EDPIEFVHMWWKCLINQREVH
EDPIEFVHMSKKCL NQREVH
EDPIEFVHMSKKCL NQREVH

EDPIEFVHIMJKKCL NQREVH
EDPIEFVHIMJKKCL NQREVH
EDPIEFVH|#ZKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHMSKKCLINQREVH

EDPIEF HPNKAS INQREV[ESID T|H
sk PP xxl kkkkkk 11 *xx |

*k 1ok ok ok ok ok ok ok K K ok ok * 1 kokk |

et LUREVF D ShedL AL RED

EWALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
ISYALRSALREDPD
NPNALRSALREDPD
NPNALRSALREDPD
RINALRSALREDPD
SIZALRSALREDPD
WHALRSALREDPD
WHALRSALREDPD
IWMAALRSALREDPD
INALRSALREDPD
IRSALR ALREDPD

IMALR ALR FPD
TR

TRt e OSLa e o R R

IGOIGNIGRVA - HETIRT Iy

JEDIGNIGRVA HETRI
AIGGGRVA
. Ve eawC
BUSGGRVAAIRETIM
BUUGGRVAAS

WIGGGRVAAHEIMI
MIGGGRVAAHEIMI
WOGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI
I EEJAIRGR (A AJRET)RT

*% |

NI

EHEIM

LT AT Lo

ILVGEWMRDIMETIILA TAAETGHLVFGTLHTIYSA

ILVGEMRDMETIWLA TAAETGHLVFGTLHTNSAp
ILVGEMRDMETILALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDIJETIEWNA TAAETGHLVF TLHT[§SAA[N
ILVGEMRDMETI)WNA TAAETGHLVEIGTLHTHNS Al
UL Pk sk ke LD DU ook |k

REHKVA%LNJ@L@H J

PA RNLIRERK
NPA RNLIRENK
PAIRNLIREBK
PAIRNLIREWNK
GATRNLIRERK
EIM C [GATRNLIRERK

PAIRNLIREWNK
PAIRNLIRERK

IIPATRNLIRE[EK

IIPATRNLIRENK

IIPATRNLIRENK

JIPATRNLIRENK

HEIM

* ok |k ok ok ok ok ok K 1

233
235
236
235
235
235
235
235
235
235
235
235
235
235
235
233
239

313
315
316
315
315
314
314
314
314
314
314
314
314
314
314
313
319



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

124768 UF01 RS11290 WP 038670869.1

1307

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

DR RS10055 WP 010888596.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

124768 UF01 RS11290 WP 038670869.1

1307

consensus

DR RS10055 WP 010888596.1

T& A'%Lﬁ\.yéﬁﬁléﬁ?j&&ﬁ;\?ﬁEE

EDINADY QB DDKIASEQD

IRl YDK|

AAPATPAAPAAGRSEPGRAGGFGRR

X non conserved
B similar
>507% conserved

IBMMPEVIARRRINQNSESMSF
IBMPEAINRRRE\QNSESMSF

¢
G
NERRSIKHTEN\HE AJNLN .
NERRSIKHTENHE AJALN .
GRS RENI\REKINKT .
(CNRSIRD SINKEKINKQ .
¢
¢
¢
(¢
¢
H
*

INNLPTEARAVINKS .
IRIPQTE\RTAIKQ .
IRIPQTERTARKQ .
IRIPQTERTAINKQ .
S|YGEBAMRIAID .
LERBID.

f
:"»/l:\RLA'.}.K/I'::\":E&Q.\;. Pt IRV REIDET o avra = AR

DSANDL..RLMLKTKRGDDY...GSGSLQNVKI

.RLMIKLGSETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. ..

*

368
381
383
347
347
345
345
344
344
344
344
344
345
345
345
349
418

PALHS|A
YEDPALLHADSSNDL.
INEPIRAIREDIRYDHQHPSSIY ADEALKHJADSPNNL . .RLQIKLSEEANKPLDNRERMSEMER. . . ... .. KMTFDGQRRNLK. . .

368
381
383
347
347
345
345
344
344
344
344
344
345
345
345
349
393



